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Comtact: giacoseneuning it
Lysozyme: is known to be a natural antimicrobial agent sinee
it eatalyses the hydrolysis of glyeosidic bonds of mucopolysac-
charies in hackerial eell walls. [ inhibites Bae devedooment
of many pathogens bacteria, thus making the milk somewhat
sedective in regands to the milk baceria content. Three major
distinct types of lysozymes have been identified: chicken-type
(c-type), imvertebrate-type (i-fype), and goose-type (g-type). In
particular, there are at Jeast 4 oon-stomach lysozyme genes

in ruminants (i.e., mammary gland, kidney, trchea, inles
timal). Lysoxyms in ruminants amd cquine milk are

considered o be the ctype because of their similarity o
chicken egg while lysozyme. The ctype lysozyme conbenl in
donkey’s milk varics during the differcnt stages of lactation
with a mean valse of 1.0 mg/ml and proved to be higher than
that in bovine, ovine, caprine (traces), whereas il was very
chise to mare's milk. In the cquine species, the ctype lso-
zyme cnceding gene (4 exons) maps on chromosome 6 and
transcribes a mENA of 1329, coding for a protein of 148aa.
To our knowledge, o information on genetic variability has
been reported so far at this focus in donkey. Conscquenty,
in order to detecied variability, tofal RNA was extracted from
milk somatic cells of & unrelaled Ragesana donkeys reared in
Central Ialy. The mRNA fragment comprised between the Last
#dnt of cxon 1 and the first 2850t of exon 4 was amplificd by
RT-PCE and sequenced. Primers (For  GCAAGGTCTTTG-
MAGATGT  and  Rev  ACCAGCATTAGTTCTATTOG)  were
designed using as iemplaie the genomic donkey sequence
(EMBL [D: NW_014638180). The obtained sequence (465bp)
is relative to the cDNA tract spanning the last 6401 of cxon 1
to the 236"nt of exon 4. Stop codon is located at the 65
G7™nt of cxon 4. Sequences comparison showed a transition
G—A at the 160"t of ecxon 2 (NW_OI4G3RIR0:
1784688C = T) responsible for the aa change Arg™ —+Gln. The
presence of the codon CGA at exon 2 of the donkey milk lyso-
ayme encoding gene might represent the ancestral condition
of e gene in equidaoe, as i has also been found in other
donkey and mak: scquences. The idenbification of thas SNE
could represent the first repart of polymorphism at this focus
in donkey. Next step of the rescarch will be the analysis of a
large number of sampkes in onder to cstablish the frequency
of this mutation in donkey specics and to evaluate if and
how the new genetic variast may infloence functional and
binlogical properties of donkey's milk.



