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One sentence summary: The role of ERF-VII TFs in higher plants is to coordinate their signature response to
oxygen deficiency, but additional layers of modulation of ERF-VII activity enrich their regulatory range.

The Ethylene Response Factor (ERF) family of plant-specific transcription factors (TFs) comprises
a large number of elements with diversified functions in terms of hormone responses, development,
and biotic and abiotic stress responses (Dey and Corina Vlot, 2015; Licausi et al., 2013). Of these,
group VII ERFs form a phylogenetic cluster (Nakano et al., 2006), which is conserved across
angiosperms (Licausi et al., 2011). One universal function attributed to ERF-VII TFs in higher

plants is to coordinate their signature response to oxygen deficiency, which consists in the
1
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accumulation and enhanced selective translation of a core set of transcripts (Mustroph et al. 2009
and 2010; Branco-Price et al., 2008). These transcripts are responsible for reshaping cell
metabolism for sustained energy production, energy saving, the protection of subcellular

components and the detoxification of harmful anaerobic metabolism products.

The relationship between ERF-VII members from various plant species and their tolerance to low
oxygen (hypoxia) stresses has been widely reported. Different rice types rely on ERF-VII genes to
develop contrasting strategies of underwater growth arrest (Xu et al., 2006) or shoot elongation
(Hattori et al., 2009), which equally ensure stress endurance. ERF-VIIs are exploited to i) convert
the signal arising from ethylene entrapment in submerged tissues into the gibberellin-mediated
regulation of carbohydrate metabolism (Fukao and Bailey-Serres, 2008; Hattori et al., 2011; van
Veen et al., 2013); ii) protect plants from concurrent redox stress; and iii) prepare them for post-
submergence dehydration by enhancing ABA sensitivity (Bailey-Serres et al., 2012). Additionally,
the over-expression and stabilization of ERF-VII proteins can enhance hypoxia survival in
Arabidopsis thaliana and barley (Hinz et al., 2010; Licausi et al., 2010a; Gibbs et al., 2011;
Mendiondo et al., 2016).

The molecular mechanisms by which varying oxygen levels regulate the activity of the ERF-VII
factors have been most extensively investigated in Arabidopsis (Fig. 1), where the subfamily is
composed of three highly expressed (AtRAP2.2/2.3/2.12, “RAP-type”) and two hypoxia-inducible
ERF-VII genes (AtHREL/2, “HRE-type”) (Licausi et al., 2010a). The feed-back repression of
RAP2.12 by the anaerobic transcription factor HRA1 suggests that the ERF-VII activity is tightly
modulated to grant transcriptional flexibility in response to fluctuations in oxygen availability
(Giuntoli et al., 2014). With the noticeable exception of OsSublA, ERF-VIIs are directly regulated
by oxygen, in that their protein half-life is determined by an oxygen-dependent mechanism of
proteasomal degradation, which prevents their nuclear accumulation in the presence of oxygen
(Gibbs et al., 2011; Licausi et al., 2011). RAP-type factors seem to operate as redundant activators
of the anaerobic response (Bui et al., 2015; Papdi et al., 2015; Gasch et al., 2016). One of them,
RAP2.12, has been shown to be stored at an inactive site (the plasma membrane) under aerobic
conditions and to move to the nucleus after short-term hypoxia (Kosmacz et al., 2015). This

mechanism is believed to ensure plant cells a fast response to oxygen shortages.

Although the direct regulation of the ERF-VIIs by oxygen has been revealed, submergence is a
complex stress and its regulation has not been fully understood. In fact, the flooding response in

plants entails the integration of manifold stimuli, represented by hormone signals, reactive oxygen

2
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species (ROS) signatures, carbohydrate levels, redox indicators, pH variations and second
messengers. In addition to perceiving changes in oxygen levels, ERF-VIIs are expected to collect
part of such vast signaling network. For instance, the proteasomal turnover of RAP-type AtERF-
VIlIs has been proposed to be mediated by an additional, oxygen-independent mechanism brought
about by the RING finger E3 ligases SINAT1 and SINAT2 (Welsch et al., 2007; Papdi et al., 2015;
Fig. 1). Since SINAT1/2 are bridged to starvation and autophagy (Qi et al., 2017), perception of low
nutrient conditions, established upon oxygen deprivation, could hypothetically converge on ERF-

VI regulation through the SINAT pathway.

An overview of ERF-VII functions has been made by Gibbs et al. (2015). In this update, we
highlight the most recent findings regarding N-terminal modifying mechanisms, DNA binding
properties and protein interactions of the Arabidopsis ERF-VII factors. We also highlight the
perspective that additional layers of regulation, beyond their oxygen sensitivity, might contribute to

expand the range of their physiological functions.

CONVERGENCE OF REGULATORY MECHANISMS AT THE ERF-VII PROTEIN N-
TERMINI

Plant cysteine oxidases

Phylogenetic analysis of ERF-VII orthologous proteins in higher plants highlighted the existence of
a highly conserved N-terminal NH,-MCGGAII-COOH sequence (Licausi et al., 2011). Initial
recognition of plant ERF-VII proteins as potential oxygen-sensitive substrates entailed the finding
that this consensus contains a redox-sensitive cysteine, in such a position as to be amenable to
recognition by a specialized proteolytic pathway, known as the Arg-Cys/N-end rule pathway
(NERP) for proteasomal degradation (Gibbs et al., 2011; Licausi et al., 2011). A sequence of
orderly reactions involves ERF-VII proteins (Box 1). Mature ERF-VII proteins expose an N-
terminal cysteine (Cys2), which functions as a degradation signature (“N-degron”) targeting these
proteins to the 26S proteasome, upon sequential recruitment of arginyl transferase and E3 ubiquitin
ligase enzymes (Bachmair et al., 1986; Varshavsky 2011). In Arabidopsis, the latter enzymatic
functions are represented by ATE1/2 and PRT6 proteins, respectively (Fig. 1).

The existence of a conserved oxygen-dependent N-degron on the ERF-VII factors represents a
promising link between cellular oxygen levels and those coordinated transcriptional adjustments
that constitute the hallmark of plant hypoxic responses. Despite this, only recently has light been

shed on the mechanism by which the Arg-Cys/N-end rule is initiated in response to oxygen. A
3

Downloaded from on January 22, 2018 - Published by www.plantphysiol.org
Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.plantphysiol.org

92
93
%94
95
96
97
98
99
100
101
102
103
104
105
106
107

108
109
110
111
112
113
114
115
116
117
118
119
120
121
122
123

family of plant-specific metalloproteins, named plant cysteine oxidases (PCOs), has been found to
be related to Cys2 oxidation in ERF-VII proteins. PCOs encompass five members in Arabidopsis,
two of which (PCO1/2) are part of the core response to low oxygen (Mustroph et al., 2009 and
2010). Genetic dissection of the Arg-Cys/N-end rule pathway has demonstrated that PCO1/2 act
upstream of ATE1/2 and PRT6 to redundantly repress anaerobic gene induction under hypoxia. In
line with this, individual over-expression of either gene determines lower tolerance to submergence
(Weits et al., 2014). In the plant, PCO enzymes impact on ERF-VII protein levels, in that the
stability of AtRAP2.12 correlates negatively with PCO1/2 expression (Weits et al., 2014). In
addition, in vitro evidence suggests that PCOs influence ERF-VII in vivo turnover by direct Cys2
oxidation. Purified recombinant PCO enzymes consume molecular oxygen in the presence of either
L-Cys or synthetic peptides corresponding to AtRAP2.12 N-terminus (Weits et al., 2014), and
catalyze the reaction of N-terminal Cys to Cys-sulfinic acid (CysO,) (White et al., 2017). A
recombinant plant ATEL enzyme can also conjugate arginine to a synthetic NH,-CGGAIISDFI-
COOH peptide, derived from the AtRAP2.12 N-terminus, only in the presence of both PCO and
oxygen. This thus provides proof for the gneeration of an active oxygen-sensitive N-degron on such
substrates (White et al., 2017).

These milestone studies lay the foundation for a model of plant O,-sensor switch in vivo. Plant
PCOs qualify as the first cysteinyl dioxygenase enzymes discovered, since before that date only
bacterial and mammalian cysteine dioxygenases (CDOs) had been known, which promote free L-
Cys conversion, contributing to its homeostasis to prevent cytotoxicity (Dominy et al., 2006; Ye et
al., 2007). In animals, the existence of enzymatic activities mediating N-terminal cysteine oxidation
is debated (Kwon et al., 2002; Hu et al., 2005). Therefore, the recent findings regarding PCOs have
opened a fascinating perspective on the diversification of the Arg/N-end rule pathway among
kingdoms. Despite the connection established between cysteine oxidation and N-terminal protein
arginylation (Hu et al., 2005), knowledge regarding the targets of the specialized Arg-Cys/NERP
branch in mammals is limited to the RGS4/5 proteins (Lee et al., 2005), regulating cardiac G-
protein signaling (Lee et al., 2012), and to the proapoptotic protein BRCAL (Piatkov et al., 2012).
Unlike plants, no target of this pathway has been associated with hypoxic responses, which instead
rely on an unrelated, albeit functionally parallel, mechanism regulating the oxygen-sensitive TF
HIFa (Jaakkola et al., 2001). It is tempting to speculate that the specific evolution of an enzymatic
control point for cysteine oxidation in the plant kingdom, represented by PCOs, enabled plants to
couple the N-end rule with oxygen sensing.
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Cysteine oxidases are non-heme iron-dependent oxygenases, which make use of a coordinated iron
ion to activate oxygen during catalysis, forming a putative Fe(lll)-superoxo intermediate (White
and Flashman, 2016). Given this enzymatic requirement, PCOs qualify as a potential convergence
point between iron and low oxygen signaling. There is a partial overlap in the transcriptional
adjustments between low Fe and hypoxia, possibly as a consequence of a higher energy demand,
due to a compensatory increase in iron uptake, which enhances the mitochondrial activity (Lopez-
Millan et al., 2000; Vigani, 2012). Hypoxia also stimulates the expression of Fe deficiency genes,
with the involvement of the ethylene-responsive TFs EIN3/EIL1 (Garcia et al., 2014; Lucena et al.,
2015). In turn, it has further been shown that ethylene-mediated iron homeostasis involves
EIN3/EIL1 interaction with the subunit Med25 of Mediator (a large multiprotein complex that
bridges cis-element-bound TFs and the basal transcriptional machinery; Dolan and Chapple, 2017)
(Yang et al.,, 2014). In the human body, the oxygen-sensing pathway contributes to iron
homeostasis and deficiency responses with the action of HIF prolyl hydroxylase (P4Hs) enzymes
(Salahudeen and Bruick, 2009; Anderson et al., 2013; Siegert et al., 2015). P4Hs are non-heme Fe-
and 2-OG-dependent oxygenases that work as sensors for oxygen in metazoans, in the same way as
the phylogenetically unrelated PCOs do in plants. While a role in iron responses has been proposed
for plant P4H homologs (Vigani et al., 2013), no connection has yet been proposed between these
processes and PCOs. Given the impaired metal uptake capability by waterlogged root systems
(Martinez-Cuenca et al., 2015), a mechanism might have been evolved in plants to integrate the
perception of hypoxia with intracellular metal ion homeostasis. Hypothetically, PCO activity could
be regulated through metal ion switching at its active site, thereby providing a proxy for the
intracellular Fe status, which has been proposed as being estimated from its balance with other

transition metal ions (Kobayashi and Nishizawa, 2014).

PCOs also represent a potential node in the interplay between O, signaling and ROS homeostasis.
In mammalian cells, ROS, produced during hypoxia by the malfunctioning of Complex Il at the
mETC, indirectly impact on HIFa stability, by inhibiting the activity of P4Hs (Chandel et al., 2000;
Bell et al., 2007). It would therefore be interesting to investigate whether a similar mechanism acted
on the functionally equivalent PCO enzymes.

N-terminal cysteine modifications

Cys2 in ERF-VII TFs is a regulatory cysteine (Formenko et al., 2010; Couturier et al., 2013). Its
thiol group is highly susceptible to oxidation (Reddie and Carrol, 2008) by oxygen, ROS and RNS
(reactive nitrogen species), it can be used in a variety of redox reactions (Giles et al., 2003), and can

5
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undergo additional enzymatic modifications, such as S-acylation and N-acetylation (Polevoda and
Sherman, 2003). Therefore, Cys2 has the potential to accept diversified signaling pathways,
promoting the integration of manifold stimuli, and might have been selected accordingly (Marino
and Gladyshev, 2010).

Low H,0, concentrations, compatible with the signaling range, promote Cys oxidation to Cys-
sulfenic acid (CysO) (Schieber and Chandel, 2014). CysO can be reverted to thiolate by disulfide
reductases, thioredoxin and glutaredoxin, or act as an intermediate for disulfide bond formation
(Poole, 2015). Instead, higher H,O, levels, generated under ROS stress, can push oxidation to Cys—
sulfinic (CysO,) or irreversibly further to Cys-sulfonic forms (CysOs) (Schieber and Chandel, 2014;
Fig. 1). Once viewed as a transient species in disulfide bond production, CysO has been found to be
significant for catalysis and protein functionality (Gupta and Carrol, 2014). Thiol-disulfide
transitions, on the other hand, are frequently associated with redox regulation in plants. For
instance, intra- or intermolecular Cys-Cys formation is believed to determine the nuclear
localization of the redox TF HSFAS8 in response to H,O, (Giesguth et al., 2015). Despite the fact
that redox-sensitive non-clustered cysteines have been identified and examined in plant
transcription factors before (Schmidt and Schippers, 2015), they have never been found to belong to
MC-proteins. The fact that the conversion of a synthetic RAP2.12-derived peptide released CysO,
as the sole reaction product in vitro (White et al.,, 2017) does not rule out that additional,
biologically significant, oxo-species may be formed by the ERF-VII N-termini in the cellular

environment and contribute to their half-life, localization, or function.

In the case of the mammalian GTPase-activating proteins RGS4/5, a non-enzymatic S-nitrosylation
reaction has been proposed to precede Cys2 oxidation. The biological chemistry of S-
nitrosocysteine has not yet been fully clarified (Gould et al., 2013). Although in vitro PCO can
process Cys2 in the absence of NO, i.e. without previous S-nitrosylation (White et al., 2017), a role
for NO in the degradation of the ERF-VIIs has been observed in vivo. In fact, NO has been shown
to promote an N-end rule pathway-dependent proteolysis of full-length ERF-VII factors, as well as
artificial ERF-VII-derived Arg-Cys/NERP substrates (MC-GUS, UBI-C-GUS) in Arabidopsis and
barley (Gibbs et al., 2014; Vicente et al., 2017). However, the mechanism connecting NO to ERF-
VI stability still needs to be revealed (Gibbs et al., 2015) (Fig. 1).

Exposure of an amino-terminal Cys is a requisite for implementing N-end rule reactions. Thus even
prior to Cys2 modification, regulation of the N-terminal methionine cleavage could represent a

general mechanism affecting MC-protein stability. Human MetAP2 activity responds to the
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cytosolic redox state through the thioredoxin-dependent conversion of a Cys;2s-CySasg disulfide
bond (Chiu et al., 2014). Such evidence provides a potential link between cellular ROS content and,

ultimately, the availability of MC-proteins for N-end rule pathway-mediated degradation.

The functions of ERF-VII Cys2 might be extended by the covalent attachment of lipid moieties
(lipidation). This process has emerged as a major regulatory mechanism in a variety of subcellular
responses in animals, yeast and, more recently, plants. In fact, the conjugation of a hydrophobic
moiety can have a strong impact on the structure, interaction and, primarily, membrane targeting of
soluble proteins (Aicart-Ramos et al., 2011; Hemsey, 2015). Cysteines can establish dynamic
thioesther bonds with fatty acids (S-acylation), by the action of endomembrane-associated protein

S-acyltransferase (PAT) and palmitoyl thioesterase enzymes (Hang and Linder, 2011).

Cys2 palmitoylation has been demonstrated for human RGS proteins (De Vries et al., 1996). Cys2
mutation does not affect RGS4 direct association with phospholipid bilayers (Srinivasa et al., 1998),
which is in fact due to the folding of its N-terminus in an alpha-helical structure (Bernstein et al.,
2000). However, Cys2 palmitoylation is crucial for RGS4 and RGS16 activity, possibly by
affecting their affinity for Ga target subunits (Druey et al., 1999; Tu et al., 1999).

AtRAP2.12 has been found to reside at the plasma membrane in aerobic leaf cells (Fig. 1), unless its
N-terminal domain is ablated (Licausi et al., 2011; Giuntoli et al., 2017). In turn, ERF-VII
association with the plasma membrane is believed to depend on acyl-CoA binding proteins
(ACBPs), according to the observed interaction between members of the two families (Li and Chye,
2004; Li et al., 2008; Licausi et al., 2011). During hypoxia, AtRAP2.12 is quickly displaced from
the plasma membrane towards the nucleus (Kosmacz et al., 2015). Given that the regulation of fatty
acid profiles has been associated with hypoxic stress (Klinkenberg et al., 2004; Xie et al., 2015a;
Xie et al., 2015b), the evidence available can be the basis of a speculative model of hypoxia
sensing, in which the dynamic acylation state of the ERF-VII TFs collects indirect low oxygen
signals to regulate their intracellular trafficking and activity.

LATEST INSIGHTS INTO THE TRANSCRIPTION FACTOR PROPERTIES OF THE
ERF-VIIs

Long-standing efforts have focused the quest for DNA regulatory elements that enable plants to
coordinate the activation of low-oxygen responsive promoters, under the assumption that co-
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expressed promoters should share common features, thus mediating their recognition by the

transcriptional machinery (Rombauts et al., 2003).

In vitro DNA binding assays associate ERF family members with GCC-box motifs (5’-AGCCGCC-
3”) (Ohme-Takagi and Shinshi, 1995; Hao et al., 1998), which have been traced out in many genes
induced by ethylene, pathogenesis, wounding, or jasmonate (Brown et al., 2003; Zarei et al., 2011).
However, the fact that GCC-boxes have not been recognized as part of the anaerobic response
promoter element (known as ARE; Olive et al., 1990) raised the question as to whether group VII
ERFs had a different DNA binding affinity. AtRAP2.2 was isolated as an interactor of the unrelated
5’-ATCTA-3" motif, claimed to contain the minimum determinant for ERF-VII DNA binding
(Welsch et al., 2007). Although present in the 5’-upstream sequence of many anaerobic genes
(Licausi et al., 2010b), evidence presented by Gasch et a. (2016) indicates that this motif is not
likely to be responsible for their activation by the anaerobic TFs.

A promising candidate as a functional anaerobic promoter element in plants was recently revealed.
Phylogenetically related core anaerobic genes from 25 species were compared, and clustering of the
detected DNA motif patterns resulted in nine conserved consensus sequences (Gasch et al., 2016).
Of these, a 12 bp-long bipartite motif composed of GC- and GT-rich halves was validated as a
regulator of the anaerobic targets LBD41 and PCO1 from Arabidopsis and named Hypoxia
Responsive Promoter Element (HRPE) (Fig. 1). The resemblance of HRPE to the previously
annotated ARE sequence from maize, and the demonstration that RAP-type ERF-VIIs were able to
bind a synthetic ARE promoter, suggest that an actual connection point has been found between the

long-sought after plant hypoxia response element and the ethylene responsive factors.

Two of the other conserved motif clusters matched known regulatory elements, namely the ABA-
responsive element (ABRE) and the GCC-box. The detection of ABRE, which harbours a G-box
element, complies with previous reports on the involvement of G-box binding bZIP factors in the
regulation of the ADH promoter (McKendree and Ferl, 1992; Meier and Gruissem, 1994; de
Bruxelles et al., 1996). The enrichment of core anaerobic promoters with GCC-boxes also suggests
that the ERF-VII factors retained the ability to bind this canonical motif. The experimental reports
on the relationship between ERF-VIIs and GCC-boxes are not all in agreement. A direct interaction
was identified between AtRAP2.3 and a GCC-box-containing promoter region of the ABI5 gene
(Gibbs et al., 2014), and RAP2.3 was able to transactivate a synthetic promoter containing tandem
GCC-box copies from HOOKLESS1 (Marin-de la Rosa et al., 2014). However, a yeast-1-hybrid
experiment failed to detect an interaction between AtRAP2.2 and a prey construct composed of
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tandem copies of a GCC-box, when flanking nucleotides from the Arabidopsis PDF1.2 promoter
were included (Ou et al., 2011). Finally, the binding of AtHREZ2 to a synthetic GCC-box probe was

shown to occur in vitro by Lee et al. (2015).

The mechanism of ERF-VII interaction with HRPE still awaits an experimental description. Unlike
RAP-type proteins, HRE1 and HRE2 have not proven capable of activating natural anaerobic
promoters (Bui et al., 2015). Their inability to associate with HRPE (Gasch et al., 2016) points to a
deficiency in DNA binding by either HRE1 or HREZ2, despite the presence of a fully conserved
AP2/ERF domain (Nakano et al., 2006). This would imply more specific needs for HRPE
recognition than those provided by this well-characterized DNA-binding domain. In other words,
additional protein domains, exclusively present on RAP-type ERF-VIIs, might be necessary for the
interaction with HRPE. One hypothesis is that the AP2/ERF domain might contact the GC-rich
region of HRPE (Yang et al., 2009), whereas neighboring amino-acids would mediate the

interaction with the GT portion.

Specific DNA-binding properties might underlie the functional diversification reported for the
Arabidopsis ERF-VII factors under hypoxia. Here, HREs are needed to sustain anaerobic gene
expression, but are not essential for the initiation of transcriptional responses (Licausi et al., 2010a).
Rather than associating with target promoters, HREs may contribute a transcriptional activation
function to - still unresolved - protein complexes that form after a primary, RAP-type dependent,
response to low oxygen. In fact, HREs share a conserved C-terminal hydrophobic motif with the
other ERF-VII factors, called CMVII-8 (Van Veen et al., 2014). CMVII-8 is sufficient to confer
transactivation properties, when fused to a GAL4 DNA-binding domain (Bui et al., 2015) or
evaluated inside native AtRAP2.2/12 proteins (Licausi et al., 2011). Thus, ERF-VIIs generally

qualify as activators.

The isolation of RAP2.12 as a partner of the Med25 subunit of the Mediator complex suggests that
the recruitment of RNA polymerase Il by the ERF-VIIs occurs through their interaction with
particular Mediator (Med) proteins (Ou et al., 2011). The degree of specialization of Med proteins,
in terms of TF interaction preferences, is assumed to be low, because of the limited number of Med
subunits encoded by the proteome (the approximate proportion in Arabidopsis is 30 as agaist more
than 1500 TFs). However, the observation that individual mutated subunits produce particular —
although pleiotropic — phenotypes implies the existence of specific functions (Samanta and Thakur,

2015). Med25 has emerged as a master regulator in plants (Kazan, 2017), involved in hormone
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signaling, iron homeostasis, flowering regulation and abiotic stress responses. Whether or not it

plays a role in hypoxic responses still needs to be investigated.

EXPANDING ROLES OF ERF-VII FAMILY FACTORS

Growing evidence supports ERF-VII involvement in transcriptional adjustments that go beyond the
activation of a set of conserved hypoxia-responsive genes (Mustroph et al., 2010). The recent
literature links these proteins to developmental processes controlled by ABA, ethylene and
gibberellin, to abiotic stress tolerance and resistance to fungal attack. Participation of the ERF-VII
in some of these physiological phenomena might in principle be enabled by the existence of
hypoxic microenvironments in plant tissues. On the other hand, ERF-VII functionality seems to be
expanded through additional, low oxygen-independent, mechanisms which subtract these TFs from
aerobic degradation and confer them condition-, tissue- or cell-specific stability, expression and

activity.

ERF-VII involvement in ROS- and NO-dependent responses

ERF-VIIs can impact on plant responses under various abiotic and biotic stress conditions with
oxidative stress components. In Arabidopsis, RAP-type ERF-VIIs participate in oxidative and
osmotic stress tolerance (Papdi et al., 2015), AtRAP2.2 expression is positively correlated with plant
resistance to the necrotrophic fungus Botrytis cinerea (Zhao et al., 2012), and AtHRE?2 contributes
to salinity and osmotic stress tolerance (Park et al., 2011). Ectopic expression of ERF-VII
homologous sequences in several plant species triggers protective responses against dehydration,
salt, mannitol, heavy metals, heat, as well as against a wide range of tested pathogens (reviewed in
Gibbs et al., 2015). Constitutive ERF-VII gene expression relates to more sustained activation of
ROS scavenging reactions, and, conversely, mutations inside the gene family lead to elevated ROS
under stress. Therefore, prompt and sustained ROS scavenging is believed to account for the
positive impact of ERF-VII over-expression in those conditions entailing oxidative stress (Ogawa et
al., 2005; Tang et al., 2005; Park et al., 2011; Yao et al., 2017; Vicente et al., 2017).

ROS production is enhanced under low oxygen conditions (Steffens et al., 2013). Thus, the same
protective mechanisms can act as an integral part of the ERF-VII dependent response strategy to
hypoxia. Improved ROS management has been associated with superior submergence tolerance in

maize and Brachypodion distachyon (Campbell et al., 2015; Rivera-Contreras et al., 2016), while
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the activation of antioxidant responses in the post-hypoxic phase is crucial for survival in
Arabidopsis (Paradiso et al., 2016; Yuan et al., 2017). Interestingly, a target of RAP-type ERF-VIIs,
namely HYPOXIA RESPONSIVE UNIVERSAL STRESS PROTEIN1 (HRU1), has been shown to
coordinate oxygen sensing by PCO/RAP2.12 with H,O, production by NADPH oxidases,
indicating that there is a network connecting diverse signaling pathways downstream of ERF-VII
targets (Gonzali et al. 2015). At the same time, ERF-VII involvement in the regulation of stress
responses occurring under oxygen-replete conditions implies that the post-translational system
controlling their stability depending on oxygen is intertwined with additional regulatory
mechanisms. The Arg-Cys/NERP has recently been proved to promote Arabidopsis and barley
tolerance to salinity, drought and heat (multiple abiotic stresses sharing an oxidative stress
component) through ERF-VIIs. It has been proposed that, during salinity, ERF-VII proteins become
stabilized following a decline in nitrate reductase activity and subsequent decrease in NO levels
(Vicente et al., 2017).

NO is an elusive gaseous signal involved in a range of plant stress and developmental responses,
including hypoxia (Pucciariello and Perata, 2017). Reports regarding the influence of nitric oxide
on a plant’s ability to cope with hypoxia are controversial (Perazzolli et al., 2004; Gupta and
Igamberdiev, 2016; Mira et al., 2016; Peng et al., 2016), making it hard to draw conclusions
regarding the impact of the described regulation under hypoxia. However, ERF-VII behaviour as
novel NO sensors has made it possible to connect them to the physiology of this gaseous signal. NO
levels have been manipulated in prt6 and in combinatorial prt6erfvii mutants, in order to reveal the
ability of stabilized ERF-VII factors to mediate specific responses. It has been found that
germination, inhibited hypocotyl elongation in the dark and stomatal closure responses are
promoted by NO as a result of the degradation of the constitutively expressed ERF-VIIs (Gibbs et
al., 2014). Detailed examination of the NO-dependent release of seed dormancy has shown that a
repressor of germination, ABI5, is directly targeted by the ERF-VII (Gibbs et al., 2014). This further
qualifies ERF-VIIs as novel players in the antagonistic interplay between ABA and NO during
germination, which has already been found to converge on ABI5 through S-nitrosylation of a
regulatory moiety that facilitates its proteasomal degradation (Albertos et al., 2015). Another
investigated process, prone to NO regulation, is the repression of the apical hook opening during
seedling skotomorphogenesis. In this case, all subfamily members have been found to be active
(Abbas et al., 2015), suggesting that the involvement of HRE-type factors in the control of other
physiological responses might be restrained by specific regulatory mechanisms.

ERF-VII in plant-pathogen interactions
11
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Genetic approaches have recently highlighted the participation of group VII ERFs in responding to
biotrophic pathogens and to the necrotroph B. cinerea. The mechanisms enabling ERF-VII
stabilization and operation in both phenomena have not been revealed yet. In the case of the
tumorigenic pathogens Plasmodiophora brassicae, Meloydogyne japonica and Agrobacterium
tumefaciens, infection has been observed to upregulate fermentative genes, along with a significant
proportion of ERF-VII and Arg-Cys/NERP targets (Gravot et al., 2016). In addition, root gall
formation, caused by the protist P. brassicae in the secondary infection phase, is enhanced by ERF-
VII stabilization (Gravot et al., 2016). Switching on the hypoxic metabolism, downstream of the
ERF-VIIs, may benefit gall-forming pathogens (Gravot et al., 2016).

During Arabidopsis interaction with B. cinerea, instead, RAP2.2 participates in plant defense
downstream of ethylene signaling (Zhao et al., 2012), along with its partner Med25 (Ou et al., 2011;
Fig. 2A). Since the occurrence of hypoxia during such a pathogen attack has been ruled out (Zhao
et al., 2012), a few scenarios can be put forward to explain the postulated impairment of RAP2.2
degradation. In principle, factors affecting the activity of Arg-Cys/NERP components can modify
the stability of the ERF-VII proteins independently of oxygen. During infection, PCO enzymes may
be sensitive to different signals, such as the redox status, ROS and NO generation, and the
availability of micronutrients, as discussed previously. In such case, lower PCO activity under B.
cinerea attack could explain why RAP2.2 over-expression was not sufficient to upregulate
pathogenic markers in the absence of fungal infection (Zhao et al., 2012). PRT6 activity might also
change in specific conditions; the synthetic R-GUS substrate could be used to visualize the PRT6

activity pattern in vivo during pathogen attack (Garzon et al., 2007).

Several ERF transcription factors promote the integration of intracellular stimuli (Miller and
Munné-Bosch, 2015). RAP2.2 involvement in pathogen responses downstream of ethylene suggests
that ERF-VIIs might have emerged as bridging elements of low oxygen- and immune responses
(Zhao et al., 2012). In fact, the setup of defense mechanisms is particularly appropriate in flooded
plants, in which infection can be facilitated by the extent of submergence and post-submergence
injury events. Submergence-triggered immunity has been observed in Arabidopsis, and ascribed to
one of the submergence-inducible WRKY TFs, WRKY22 (Hsu et al., 2013). Interestingly, the
observed transcriptional responses caused by constitutive WRKY22 expression are very similar to
the transcriptome-level changes triggered by AtRAP2.12 stabilization under fully aerated conditions
(Giuntoli et al., 2017). In this case, the removal of the oxygen-sensitive N-terminal domain and
over-expression of the resulting RAP2.12 protein leads to the activation of defense markers (WRKY

and pathogenesis-related genes), components of salicylic acid and ABA metabolism and ROS-
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responsive genes, supporting the hypothesis of pathway convergence. A defense network involving
ERF-VII proteins might also include mitogen-activated kinases (MPKs) and the TF WRKY33.
MPK3/6 act in retrograde signaling following mitochondrial ROS stress during hypoxia (Chang et
al., 2012) and activate ERF6 (a hub of immunity, ROS and hormone responses; Huang et al., 2016)
upon B. cinerea attack or ROS treatment (Meng et al., 2013). WRKY33 contributes to Arabidopsis

resistance to B. cinerea (Liu et al., 2015) and submergence tolerance (Hwang et al., 2011).

Novel protein interactions of the ERF-VII factors

The previous examples indicate that, when subtracted from proteolytic degradation, the ERF-VII
transcription factors can promote the activation of specific responses (e.g. to hypoxia, oxidative
stresses, darkness, or pathogens). It would seem that specificity is achieved by the regulation of
particular, only partially overlapping, subsets of target genes. Selection of different protein partners
and recruitment in distinct multiprotein complexes could modulate ERF-VII activity. This has been

illustrated by a few recent studies.

AtRAP2.3 and AtRAP2.12 associate with DELLA proteins (Marin-de la Rosa et al., 2014).
DELLAs were known to prevent ethylene-induced gene expression by sequestering the
transcriptional activator EIN3 (An et al., 2012). In this case, the interplay between GA signaling
and ethylene is enriched by sequestration of RAP-type ERFs, shown to be downstream targets of
the EIN3/EIL TFs (Hinz et al., 2010; Zhao et al., 2012). This interaction helps prevent premature
apical hook opening in etiolated seedlings (Fig. 2B). Since association with the DELLA protein
GAI involves the N-terminal half of RAP2.3, including its AP2/ERF DNA binding domain, it has
been suggested that DELLASs regulate ERF-VII activity by hindering DNA binding, specifically to
GCC-box containing ethylene- and GA-target promoters (Marin-de la Rosa et al., 2014). DELLAs
may also mask the oxygen-sensitive ERF-VII domain, in such a way that the TFs would be exposed
to the N-end rule pathway only in the presence of GA. Whether or not the protected ERF-VIIs are
then available for association with other DNA motifs, i.e. not the GCC-box, requires further
experimentation. This example suggests that ERF-VII abundance and promoter preferences might

be reshaped in different physiological pathways, upon specific partner selection.

RAP2.2 has been revealed to be part of a PP2C-SNRK3 complex that promotes ABA insensitivity
(Lumba et al., 2014; Fig. 2C). This notable study demonstrates that ERF-VII functions can be tuned
by post-translational modifications (e.g. RAP2.2 phosphorylation by SNRK3) and partner selection.
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Specifically, the interaction of RAP2.2 with the SNRK3.15/22 isoforms enables it to mediate
negative ABA responses, acquiring an opposite function to that observed by Gibbs et al. (2015).

Finally, specificity in promoter targeting can be achieved by the constitution of different
transcriptional complexes. RAP2.12 and RAP2.3 interact with BRAHMA (BRM; Vicente et al.,
2017), a SWI/SNF chromatin-remodeling ATPase that, among other functions, represses ABA
responses. BRM and RAP2.3 share a GCC-box binding site on the ABI5 promoter. It has been
proposed that, during salinity, the interplay between BRM and the stress-stabilized ERF-VIIs
balances ABA-responsive gene expression through opposite functionalities (Fig. 2D).

CONCLUDING REMARKS

Knowledge of the role of ERF-VIIs has increased significantly over the last decade. A perspective
is emerging, in which a diversified set of mechanisms can influence ERF-VII expression,
availability and activity in order to specify their functions in a wider network of physiological
pathways activated by stress and hormones. However, important questions need to be addressed,
before a more detailed picture of ERF-VII regulation is gained (see Outstanding Questions Box).
The most recent observations suggest novel mechanisms enriching the role of ERF-VIIs in the
hypoxic response and connecting it to additional physiological, developmental and stress-related

processes.

FIGURE LEGENDS

Figure 1. Overview of the regulation of group-VII ERF factor stability in Arabidopsis. The stability of plant
ERF-VII proteins is controlled by intracellular O, and NO levels, by means of the Arg-Cys/N-end rule
pathway (NERP). The N-terminal cysteine (Cys), exposed upon methionine cleavage by MAP (methionine
aminopeptidase) enzymes, is susceptible to oxidation. Arginyl transferase (ATE) enzymes conjugate
oxidized cysteine (*Cys) to arginine (Arg), which in turn recruits the Arg-specific N-recognin PRT6 (Garzon
et al., 2007), an N-end rule pathway-specialized E3 ubiquitin ligase which labels the substrate for
degradation through the 26S proteasome (see Box 1 for additional details of the pathway). Cys oxidation can
be promoted by specific thiol oxygenases called plant cysteine oxidases (PCOs): in the presence of oxygen,
PCOs convert Cys into Cys-sulfinic acid, which acts as an ATE substrate (White et al., 2016). Therefore,

PCOs target ERF-VII proteins to the proteasome in an oxygen-dependent fashion. Besides oxygen, nitric
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oxide (NO) also promotes ERF-VII turnover via the Arg-Cys/NERP, through a still-undetermined Cys-
dependent mechanism (Vicente et al., 2017; Gibbs et al., 2014). Finally, although N-terminal Cys reactivity
to hydrogen peroxide (H,0,) has not been assessed in ERF-VII proteins, *Cys forms generated in relation to
H,0, concentration (Garcia-Santamarina et al., 2014) could in principle play a role in the pathway, by either
working as an alternative ATE substrate or interfering with Cys-sulfinic acid catalysis. Plasma membrane
localization has been observed for RAP2.3 (Abbas et al., 2015) and RAP2.12 (Giuntoli et al., 2017; Kosmacz
et al., 2015). As the latter has been found to be associated with peripheral membrane proteins belonging to
the ACBP (Acyl-CoA Binding Protein) family, it has been proposed that this interaction is useful to maintain
an inactive pool of RAP2.12 factor at the plasma membrane (Licausi et al., 2011). ERF-VIIs have a primary
role as master activators of the hypoxic metabolism. ERF-VII transcription factors (represented in this figure
by the five subfamily members from A. thaliana, AtRAP2.2/2.3/2.12 and AtHRE1/2) exert direct control on
the hypoxia-inducible expression of plant anaerobic genes by binding an HRPE (Hypoxia Response
Promoter Element) motif present in their promoters (e.g. ADH, PDC, LBD41, HRE1 and HREZ2, and HRA1)
(Gasch et al., 2016). The hypoxia-inducible factors HRE1 and HRE2 are further controlled at the post-
transcriptional level through the Arg-Cys/NERP (Gibbs et al., 2011). During hypoxic regulation, HRA1 acts
as a feed-back repressor of anaerobic gene expression, by interaction with RAP2.12 (Giuntoli et al., 2014).
The SINAT pathway, which is an N-end rule pathway-independent proteolysis, is also shown. RAP2.12 can
be ubiquitinated by the E3 ligases SINAT1/2 (Papdi et al., 2015). These proteins modulate the autophagy
pathway and thereby enhance Arabidopsis tolerance to nutrient starvation (Qi et al., 2017). In fact, autophagy
responses are also activated during hypoxia and contribute to plant submergence tolerance (Chen et al., 2015
and 2017). This evidence suggests that an additional tier of regulation might connect the ERF-VIIs to
submergence responses, through the SINAT factors. Solid lines refer to experimentally established reactions
or relationships, dashed lines to hypothetical relationships drawn from observed regulation, and dotted lines

depict hypothetical reactions.

Figure 2. Additional roles of ERF-VIIs through interaction with distinct protein partners. A, resistance to
necrotrophic fungi (Zhao et al., 2012). After B. cinerea infection, ethylene accumulation leads to RAP2.2
gene induction downstream of the EIN2-EIN3/EIL ethylene signaling cascade. RAP2.2 activates the
resistance genes PDF1.2 and ChiB, by interaction with its partner Med25 (Ou et al., 2011), and contributes
positively to Arabidopsis resistance to fungal attack. B, RAP2.3 is a positive regulator of apical hook
development in Arabidopsis seedlings and its action is counteracted by interacting DELLA proteins (Marin-
de la Rosa et al.,, 2014). In etiolated seedlings, RAP2.3 gene expression is promoted by dark-induced
ethylene production, while low levels of DELLA proteins prevent RAP2.3 functional restriction. Therefore,
RAP2.3 participates in the interplay between ethylene and GA, which regulates apical hook formation
(Abbas et al., 2013), by hindering premature hook opening under darkness. C, during germination, RAP2.2 is
as a negative regulator of ABA responses (Lumba et al., 2012). This function has been associated with

RAP2.2 phosphorylation, following its interaction with an SNRK3 kinase complex that mediates ABA
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insensitivity. D, ERF-VII stabilization enhances plant tolerance to multiple abiotic stresses (Vicente et al.,
2017). During salinity, decreased NO biosynthesis due to NR enzyme impairment has been proposed to lead
to ERF-VII protein stabilization in the presence of oxygen. The beneficial effects of the ERF-VIIs on plant
tolerance to salinity is antagonized by its interacting partner BRM, possibly due to competition for the same
cis-element on the target gene promoters (Vincente et al., 2017). EIN2, Ethylene-insensitive 2; EIN3,
Ethylene-insensitive 2; EIL, EIN3-like; Med25, Mediator subunit 25; DELLA, GRAS-domain family
proteins (GAI, RGA, RGLs); PP2C, Protein phosphatase 2C; SnRK3, SNF1-related protein kinase 3; NR,
nitrate reductases; NO, nitric oxide; BRM, BRAHMA ATPase.
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ADVANCES

N-terminal cysteine oxidation of ERF-VII proteins
is enzymatically controlled by specific cysteinyl
dioxygenases, the PCO family enzymes, as a pre-
requisite for substrate protein processing via the
Arg-Cys/N-end rule pathway.

ERF-VII bind anaerobic gene promoters through
a novel cis-acting element, HRPE, which is
different from the canonical GCC-box element
recognized by other AP-2 domain-containing
ethylene response factors.

The first ERF-VII partner proteins have been
identified and are involved in transcription
(Med25, BRM), hormone signaling (GAI, PP2C),
and proteolysis (SINAT2). The investigation of
these interactions broadens the perspective of
ERF-VII regulation beyond their direct
dependence upon O? availability.
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OUTSTANDING QUESTIONS

Which signals and mechanisms (e.g. metal ion
switching and ROS) regulate PCOs activity
beyond intracellular oxygen tension?

Can ROS and RNS impact on ERF-VII stability
through the Arg/Cys-N-end rule pathway?
Regarding the Arg-Cys/N-end rule pathway, is
the development of an enzymatic control point
for Cys2 oxidation a particular feature of plant
evolution?

Which mechanism shuttles AtRAP2.12 to the
plasma membrane when cells are normally
aerated and what mediates its release to the
nucleus upon hypoxia?

Do different protein-protein interactions
determine ERF-VII specificity in stress and
hormone response regulatory modules?

What is the pattern of promoter occupancy by
the ERF-VIIs at the genome-wide level?

How is ERF-VIl activity regulated by
posttranslational modifications (e.g.
phosphorylation, acylation, glycosylation and
sumoylation) different from Cys2 oxidation?
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BOX 1. ERF-VII Factors as N-end Rule Substrates

Group-VII ERFs were the first plant substrates of
the Arg/N-end rule pathway (NERP) to be
discovered. The NERP is a proteolytic system that
promotes the turnover of proteins containing N-
terminal sequences (N-degrons) that work as
degradation signals (Bachmair et al., 1986).
Substrate proteins are degraded through the
proteasome, following polyubiquitination by
specific N-degron-recognizing E3 ubiquitin ligases
(N-recognins). Primary destabilizing residues are
directly targeted by E3 ligases. They consist in
basic or bulky hydrophobic residues (Arg/NERP;
Varshavski, 2011), acetylated residues (Ac/NERP;
Hwang et al., 2010), and proline (Pro/NERP; Chen
etal., 2017). Secondary and tertiary destabilizing
residues, instead, can be converted into primary
ones upon enzymatic modifications, such as N-
terminal deamidation (GIn, Asn), arginylation (Glu,
Asp, *Cys), acetylation (Gly, Ala, Ser, Thr, Val, Cys),
or oxidation (Cys). Therefore, the NERP assumes a
hierarchical architecture, which is conserved
across eukaryotes (Tasaki et al., 2012).

ERF-VII proteins enter the Arg/NERP upon co-
translational Met cleavage, enabled by the small
side chain of the neighboring Cys2, which
matches the substrate specificity of methionine
aminopeptidases (MAPs; Xiao et al., 2010).
Exposed Cys behave as tertiary destabilizing
residues, being converted into oxidized cysteine
(*Cys, secondary destabilizing residue) in the
presence of oxidizing agents, such as 02, NO, and
hypothetically, ROS (Fig. 1). Chemical similarity

between acidic residues and *Cys underlies its
recognition by plant arginyl transferases (ATE1/2,
in Arabidopsis; Graciet et al., 2009), triggering Arg
conjugation and subsequent targeting by the
Arg-specific E3 ligase PRT6 (Proteolysis 6; Garzén
et al., 2007). Therefore, Cys2 oxidation provides a
link between oxygen and NERP regulation, in
plants as well as in animals (Hu et al., 2005).

Direct Cys-dependent ERF-VII regulation by the
proteasome was first shown in heterologous
rabbit reticulocyte lysate assays (Gibbs et al.,
2011). In vivo, the amenability of ERF-VII proteins
to Arg-Cys/NERP regulation has been mainly
investigated by the expression of reporter
substrates or HA-tagged ERF-VIls. MC-ERF-VII-HA
over-expressors have been used for
immunological detection, to display protein
dynamics (1) under hypoxia and post-stress re-
oxygenation, (2) in the prt6é mutant (Gibbs et al.,
2011), and (3) after NO manipulation by chemical
treatments or genetic impairment of NO
biosynthesis (Gibbs et al., 2014). Alternatively, the
impact of these conditions on ERF-VII stability has
been shown by means of MC-GUS and UBI-C-GUS
histochemical reporters (Vincente et al., 2017;
Gibbs et al., 2014). MC-GUS consists in a
translational fusion between an ERF-VIl-derived
Cys-N-degron and the 3-glucuronidase reporter,
UBI-C-GUS in a ubiquitin-Cys reporter fusion, from
which an N-terminal Cys-reporter is generated by
ubiquitin-specific endoproteases (Garzén et al.,
2007).
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Figure 1. Overview of the regulation of group-VIlI ERF factor stability in Arabidopsis. The stability of plant ERF-VII proteins is
controlled by intracellular O, and NO levels, by means of the Arg-Cys/N-end rule pathway (NERP). The N-terminal cysteine
(Cys), exposed upon methionine cleavage by MAP (methionine aminopeptidase) enzymes, is susceptible to oxidation. Arginyl
transferase (ATE) enzymes conjugate oxidized cysteine (*Cys) to arginine (Arg), which in turn recruits the Arg-specific N-
recognin PRT6 (Garzon et al., 2007), an N-end rule pathway-specialized E3 ubiquitin ligase which labels the substrate for
degradation through the 26S proteasome (see Box 1 for additional details of the pathway). Cys oxidation can be promoted by
specific thiol oxygenases called plant cysteine oxidases (PCOs): in the presence of oxygen, PCOs convert Cys into Cys-
sulfinic acid, which acts as an ATE substrate (White et al., 2016). Therefore, PCOs target ERF-VII proteins to the proteasome in
an oxygen-dependent fashion. Besides oxygen, nitric oxide (NO) also promotes ERF-VII turnover via the Arg-Cys/NERP,
through a still-undetermined Cys-dependent mechanism (Vicente et al., 2017; Gibbs et al., 2014). Finally, although N-terminal
Cys reactivity to hydrogen peroxide (H,O,) has not been assessed in ERF-VII proteins, *Cys forms generated in relation to H,0,
concentration (Garcia-Santamarina et al., 2014) could in principle play a role in the pathway, by either working as an alternative
ATE substrate or interfering with Cys-sulfinic acid catalysis. Plasma membrane localization has been observed for RAP2.3
(Abbas et al., 2015) and RAP2.12 (Giuntoli et al., 2017; Kosmacz et al., 2015). As the latter has been found to be associated
with peripheral membrane proteins belonging to the ACBP (Acyl-CoA Binding Protein) family, it has been proposed that this
interaction is useful to maintain an inactive pool of RAP2.12 factor at the plasma membrane (Licausi et al., 2011). ERF-VIIs
have a primary role as master activators of the hypoxic metabolism. ERF-VII transcription factors (represented in this figure by
the five subfamily members from A. thaliana, AtRAP2.2/2.3/2.12 and AtHRE1/2) exert direct control on the hypoxia-inducible
expression of plant anaerobic genes by binding an HRPE (Hypoxia Response Promoter Element) motif present in their
promoters (e.g. ADH, PDC, LBD41, HRE1 and HRE2, and HRA1) (Gasch et al., 2016). The hypoxia-inducible factors HRE1
and HREZ2 are further controlled at the post-transcriptional level through the Arg-Cys/NERP (Gibbs et al., 2011). During hypoxic
regulation, HRA1 acts as a feed-back repressor of anaerobic gene expression, by interaction with RAP2.12 (Giuntoli et al.,
2014). The SINAT pathway, which is an N-end rule pathway-independent proteolysis, is also shown. RAP2.12 can be
ubiquitinated by the E3 ligases SINAT1/2 (Papdi et al., 2015). These proteins modulate the autophagy pathway and thereby
enhance Arabidopsis tolerance to nutrient starvation (Qi et al., 2017). In fact, autophagy responses are also activated during
hypoxia and contribute to plant submergence tolerance (Chen et al., 2015 and 2017). This evidence suggests that an
additional tier of regulation might connect the ERF-VIIs to submergence responses, through the SINAT factors. Solid lines refer

to experimentally estab%ﬁ%@@g‘ﬁ'@ﬁﬁg@%&&%ﬁ\ﬁg%&%wwm%i%%ﬁships drawn from observed

regulation, and dotted lines depict hypothetical reactions.


http://www.plantphysiol.org

A

_> ' EIN3 ,///'777%\\\ . .
Ethylene SNz —> RAP2.2 —» (RAP22 ) —— Botrytis resistance
EIL1 <
EIN3 _am— |
Ethylene — [EiNg — —> RAP23 —» (RAP23)) —» Apical hook development
EIL1 i

Gibberellin — _T

Abscisic acid > PP2C (iRAPZ.Zt) — > Germination

Ea ¢

D Oxygen
1

Abiotic stress — - —>» NO —|<I/EEF7-QIF:}—| m —] Abiotic stress tolerance

Figure 2. Additional roles of ERF-VIIs through interaction with distinct protein partners. A, resistance to
necrotrophic fungi (Zhao etal., 2012). After B. cinerea infection, ethylene accumulation leads to RAP2.2 gene
induction downstream of the EIN2-EIN3/EIL ethylene signaling cascade. RAP2.2 activates the resistance
genes PDF1.2 and ChiB, by interaction with its partner Med25 (Ou et al., 2011), and contributes positively to
Arabidopsis resistance to fungal attack. B, RAP2.3 is a positive regulator of apical hook development in
Arabidopsis seedlings and its action is counteracted by interacting DELLA proteins (Marin-de la Rosa et al.,
2014). In etiolated seedlings, RAP2.3 gene expression is promoted by dark-induced ethylene production,
while low levels of DELLA proteins prevent RAP2.3 functional restriction. Therefore, RAP2.3 participates in
the interplay between ethylene and GA, which regulates apical hook formation (Abbas et al., 2013), by
hindering premature hook opening under darkness. C, during germination, RAP2.2 is as a negative regulator
of ABA responses (Lumba et al., 2012). This function has been associated with RAP2.2 phosphorylation,
following its interaction with an SNRK3 kinase complex that mediates ABA insensitivity. D, ERF-VII
stabilization enhances plant tolerance to multiple abiotic stresses (Vicente et al., 2017). During salinity,
decreased NO biosynthesis due to NR enzyme impairment has been proposed to lead to ERF-VII protein
stabilization in the presence of oxygen. The beneficial effects of the ERF-VIIs on plant tolerance to salinity is
antagonized by its interacting partner BRM, possibly due to competition for the same cis-element on the
target gene promoters (Vincente et al., 2017). EIN2, Ethylene-insensitive 2; EIN3, Ethylene-insensitive 2;
EIL, EIN3-like; Med25, Mediator subunit 25; DELLA, GRAS-domain family proteins (GAI, RGA, RGLs);
PP2C, Protein phosp%é@%f&%@a%&?ﬁﬁﬁiﬁé@%ﬁﬁ% ﬁ%ﬁﬂﬁ@?ﬁgﬂﬁjﬁﬁe reductases; NO, nitric

oxide; BRM, BRAHMAATPase.


http://www.plantphysiol.org

Parsed Citations

Abbas M, Alabadi D, Blazquez MA (2013) Differential growth at the apical hook: all roads lead to auxin. Front Plant Sci 4: 441
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Abbas M, Berckhan S, Rooney DJ, Gibbs DJ, Conde JV, Correia CS, Bassel GW, Marin-de la Rosa N, Leon J, Alabadi D, et al (2015)
Oxygen sensing coordinates photomorphogenesis to facilitate seedling survival. Curr Biol 25: 1483-1488

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Aicart-Ramos C, Valero RA, Rodriguez-Crespo | (2011) Protein palmitoylation and subcellular trafficking. Biochim Biophys Acta 1808:
2981-2994

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Albertos P, Romero-Puertas MC, Tatematsu K, Mateos I, Sanchez-Vicente |, Nambara E, Lorenzo O (2015) S-nitrosylation triggers ABI5
degradation to promote seed germination and seedling growth. Nat Commun 6: 8669

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

AnF, Zhang X, Zhu Z Ji Y, He W, Jiang Z Li M, Guo H (2012) Coordinated regulation of apical hook development by gibberellins and
ethylene in etiolated Arabidopsis seedlings. Cell Res 22: 915-927

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Anderson SA Nizzi CP, Chang Y1, Deck KM, Schmidt PJ, Galy B, Damnernsawad A Broman AT, Kendziorski C, Hentze MW, Fleming
MD, Zhang J, Eisenstein RS (2013) The IRP1-HIF-2a axis coordinates iron and oxygen sensing with erythropoiesis and iron absorption.
Cell Metab 17: 282-290

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Bachmair A Finley D, Varshavsky A (1986) In vivo half-life of a protein is a function of its amino-terminal residue. Science 234: 179-186
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Bailey-Serres J, Fukao T, Gibbs DJ, Holdsworth MJ, Lee SC, Licausi F, Perata P, Voesenek LA van Dongen JT (2012) Making sense of
low oxygen sensing. Trends Plant Sci 17: 129-138

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Bell EL, Klimova TA, Eisenbart J, Moraes CT, Murphy MP, Budinger GR, Chandel NS (2007) The Qo site of the mitochondrial complex
Il is required for the transduction of hypoxic signaling via reactive oxygen species production. J Cell Biol 177: 1029-1036

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Bernstein LS, Grillo AA Loranger SS, Linder ME (2000) RGS4 binds to membranes through an amphipathic alpha -helix. J Biol Chem
275: 18520-18526

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Branco-Price C, Kaiser KA, Jang CJ, Larive CK, Bailey-Serres J (2008) Selective mRNA translation coordinates energetic and
metabolic adjustments to cellular oxygen deprivation and reoxygenation in Arabidopsis thaliana. Plant J 56: 743-755

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Brown RL, Kazan K, McGrath KC, Maclean DJ, Manners JM (2003) ARole for the GCC-box in jasmonate-mediated activation of the
PDF1.2 gene of Arabidopsis. Plant Physiol 132: 1020-1032

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Bui LT, Giuntoli B, Kosmacz M, Parlanti S, Licausi F (2015) Constitutively expressed ERF-VII transcription factors redundantly activate
Downloaded from on January 22, 2018 - Published by www.plantphysiol.org
Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.ncbi.nlm.nih.gov/pubmed?term=Abbas M%2C Alabad� D%2C Bl�zquez MA %282013%29 Differential growth at the apical hook%3A all roads lead to auxin%2E Front Plant Sci 4%3A 441&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Abbas M, Alabad� D, Bl�zquez MA (2013) Differential growth at the apical hook: all roads lead to auxin. Front Plant Sci 4: 441
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Abbas&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Differential growth at the apical hook: all roads lead to auxin.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Differential growth at the apical hook: all roads lead to auxin.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Abbas&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Abbas M%2C Berckhan S%2C Rooney DJ%2C Gibbs DJ%2C Conde JV%2C Correia CS%2C Bassel GW%2C Marin%2Dde la Rosa N%2C Leon J%2C Alabadi D%2C et al %282015%29 Oxygen sensing coordinates photomorphogenesis to facilitate seedling survival%2E Curr Biol 25%3A 1483�??1488&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Abbas M, Berckhan S, Rooney DJ, Gibbs DJ, Conde JV, Correia CS, Bassel GW, Marin-de la Rosa N, Leon J, Alabadi D, et al (2015) Oxygen sensing coordinates photomorphogenesis to facilitate seedling survival. Curr Biol 25: 1483?1488
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Abbas&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Oxygen sensing coordinates photomorphogenesis to facilitate seedling survival.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Oxygen sensing coordinates photomorphogenesis to facilitate seedling survival.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Abbas&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Aicart%2DRamos C%2C Valero RA%2C Rodriguez%2DCrespo I %282011%29 Protein palmitoylation and subcellular trafficking%2E Biochim Biophys Acta 1808%3A 2981%2D2994&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Aicart-Ramos C, Valero RA, Rodriguez-Crespo I (2011) Protein palmitoylation and subcellular trafficking. Biochim Biophys Acta 1808: 2981-2994
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Aicart-Ramos&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Protein palmitoylation and subcellular trafficking&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Protein palmitoylation and subcellular trafficking&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Aicart-Ramos&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Albertos P%2C Romero%2DPuertas MC%2C Tatematsu K%2C Mateos I%2C S�nchez%2DVicente I%2C Nambara E%2C Lorenzo O %282015%29 S%2Dnitrosylation triggers ABI5 degradation to promote seed germination and seedling growth%2E Nat Commun 6%3A 8669&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Albertos P, Romero-Puertas MC, Tatematsu K, Mateos I, S�nchez-Vicente I, Nambara E, Lorenzo O (2015) S-nitrosylation triggers ABI5 degradation to promote seed germination and seedling growth. Nat Commun 6: 8669
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Albertos&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=S-nitrosylation triggers ABI5 degradation to promote seed germination and seedling growth.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=S-nitrosylation triggers ABI5 degradation to promote seed germination and seedling growth.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Albertos&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=An F%2C Zhang X%2C Zhu Z%2C Ji Y%2C He W%2C Jiang Z%2C Li M%2C Guo H %282012%29 Coordinated regulation of apical hook development by gibberellins and ethylene in etiolated Arabidopsis seedlings%2E Cell Res 22%3A 915%2D927&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=An F, Zhang X, Zhu Z, Ji Y, He W, Jiang Z, Li M, Guo H (2012) Coordinated regulation of apical hook development by gibberellins and ethylene in etiolated Arabidopsis seedlings. Cell Res 22: 915-927
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=An&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Coordinated regulation of apical hook development by gibberellins and ethylene in etiolated Arabidopsis seedlings&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Coordinated regulation of apical hook development by gibberellins and ethylene in etiolated Arabidopsis seedlings&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=An&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Anderson SA%2C Nizzi CP%2C Chang YI%2C Deck KM%2C Schmidt PJ%2C Galy B%2C Damnernsawad A%2C Broman AT%2C Kendziorski C%2C Hentze MW%2C Fleming MD%2C Zhang J%2C Eisenstein RS %282013%29 The IRP1%2DHIF%2D2α axis coordinates iron and oxygen sensing with erythropoiesis and iron absorption%2E Cell Metab 17%3A 282%2D290&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Anderson SA, Nizzi CP, Chang YI, Deck KM, Schmidt PJ, Galy B, Damnernsawad A, Broman AT, Kendziorski C, Hentze MW, Fleming MD, Zhang J, Eisenstein RS (2013) The IRP1-HIF-2? axis coordinates iron and oxygen sensing with erythropoiesis and iron absorption. Cell Metab 17: 282-290
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Anderson&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The IRP1-HIF-2�?± axis coordinates iron and oxygen sensing with erythropoiesis and iron absorption&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The IRP1-HIF-2�?± axis coordinates iron and oxygen sensing with erythropoiesis and iron absorption&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Anderson&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Bachmair A%2C Finley D%2C Varshavsky A %281986%29 In vivo half%2Dlife of a protein is a function of its amino%2Dterminal residue%2E Science 234%3A 179�??186&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Bachmair A, Finley D, Varshavsky A (1986) In vivo half-life of a protein is a function of its amino-terminal residue. Science 234: 179?186
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Bachmair&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=In vivo half-life of a protein is a function of its amino-terminal residue.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=In vivo half-life of a protein is a function of its amino-terminal residue.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Bachmair&as_ylo=1986&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Bailey%2DSerres J%2C Fukao T%2C Gibbs DJ%2C Holdsworth MJ%2C Lee SC%2C Licausi F%2C Perata P%2C Voesenek LA%2C van Dongen JT %282012%29 Making sense of low oxygen sensing%2E Trends Plant Sci 17%3A 129%2D138&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Bailey-Serres J, Fukao T, Gibbs DJ, Holdsworth MJ, Lee SC, Licausi F, Perata P, Voesenek LA, van Dongen JT (2012) Making sense of low oxygen sensing. Trends Plant Sci 17: 129-138
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Bailey-Serres&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Making sense of low oxygen sensing&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Making sense of low oxygen sensing&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Bailey-Serres&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Bell EL%2C Klimova TA%2C Eisenbart J%2C Moraes CT%2C Murphy MP%2C Budinger GR%2C Chandel NS %282007%29 The Qo site of the mitochondrial complex III is required for the transduction of hypoxic signaling via reactive oxygen species production%2E J Cell Biol 177%3A 1029%2D1036&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Bell EL, Klimova TA, Eisenbart J, Moraes CT, Murphy MP, Budinger GR, Chandel NS (2007) The Qo site of the mitochondrial complex III is required for the transduction of hypoxic signaling via reactive oxygen species production. J Cell Biol 177: 1029-1036
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Bell&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The Qo site of the mitochondrial complex III is required for the transduction of hypoxic signaling via reactive oxygen species production&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The Qo site of the mitochondrial complex III is required for the transduction of hypoxic signaling via reactive oxygen species production&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Bell&as_ylo=2007&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Bernstein LS%2C Grillo AA%2C Loranger SS%2C Linder ME %282000%29 RGS4 binds to membranes through an amphipathic alpha %2Dhelix%2E J Biol Chem 275%3A 18520%2D18526&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Bernstein LS, Grillo AA, Loranger SS, Linder ME (2000) RGS4 binds to membranes through an amphipathic alpha -helix. J Biol Chem 275: 18520-18526
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Bernstein&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=RGS4 binds to membranes through an amphipathic alpha -helix&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=RGS4 binds to membranes through an amphipathic alpha -helix&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Bernstein&as_ylo=2000&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Branco%2DPrice C%2C Kaiser KA%2C Jang CJ%2C Larive CK%2C Bailey%2DSerres J %282008%29 Selective mRNA translation coordinates energetic and metabolic adjustments to cellular oxygen deprivation and reoxygenation in Arabidopsis thaliana%2E Plant J 56%3A 743%2D755&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Branco-Price C, Kaiser KA, Jang CJ, Larive CK, Bailey-Serres J (2008) Selective mRNA translation coordinates energetic and metabolic adjustments to cellular oxygen deprivation and reoxygenation in Arabidopsis thaliana. Plant J 56: 743-755
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Branco-Price&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Selective mRNA translation coordinates energetic and metabolic adjustments to cellular oxygen deprivation and reoxygenation in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Selective mRNA translation coordinates energetic and metabolic adjustments to cellular oxygen deprivation and reoxygenation in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Branco-Price&as_ylo=2008&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Brown RL%2C Kazan K%2C McGrath KC%2C Maclean DJ%2C Manners JM %282003%29 A Role for the GCC%2Dbox in jasmonate%2Dmediated activation of the PDF1%2E2 gene of Arabidopsis%2E Plant Physiol 132%3A 1020�??1032&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Brown RL, Kazan K, McGrath KC, Maclean DJ, Manners JM (2003) A Role for the GCC-box in jasmonate-mediated activation of the PDF1.2 gene of Arabidopsis. Plant Physiol 132: 1020?1032
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Brown&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=A Role for the GCC-box in jasmonate-mediated activation of the PDF1.2 gene of Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=A Role for the GCC-box in jasmonate-mediated activation of the PDF1.2 gene of Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Brown&as_ylo=2003&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

the core anaerobic response in Arabidopsis thaliana. Plant Sci 236: 37-43
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Campbell MT, Proctor CA Dou Y, Schmitz AJ, Phansak P, Kruger GR, Zhang C, Walia H (2015) Genetic and molecular characterization
of submergence response identifies Subtol6 as a major submergence tolerance locus in maize. PLoS One 10: €0120385

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Chandel NS, McClintock DS, Feliciano CE, Wood TM, Melendez JA, Rodriguez AM, Schumacker PT (2000) Reactive oxygen species
generated at mitochondrial complex Il stabilize hypoxia-inducible factor-1alpha during hypoxia: a mechanism of O2 sensing. J Biol
Chem 275: 25130-25138

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Chang R, Jang CJH, Branco-Price C, Nghiem P, Bailey-Serres J (2012) Transient MPK® activation in response to oxygen deprivation
and reoxygenation is mediated by mitochondria and aids seedling survival in Arabidopsis. Plant Mol Biol 78: 109-122

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Chen L, Liao B, Qi H, Xie LJ, Huang L, Tan WJ, Zhai N, Yuan LB, Zhou Y, Yu LJ, Chen QF et al. (2015) Autophagy contributes to
regulation of the hypoxia response during submergence in Arabidopsis thaliana. Autophagy 11: 2233-2246

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Chen L, Su ZZ Huang L, Xia FN, Qi H, Xie LJ, Xiao S, Chen QF (2017) The AMP-Activated protein kinase KIN10 is involved in the
regulation of autophagy in Arabidopsis. Front Plant Sci. 8: 1201

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Chen SJ, Wu X, Wadas B, Oh JH, Varshavsky A (2017) An N-end rule pathway that recognizes proline and destroys gluconeogenic
enzymes. Science 355: eaal3655

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Chiu J, Wong JW, Hogg PJ (2014) Redox regulation of methionine aminopeptidase 2 activity. J Biol Chem 289: 15035-15043
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Ciechanover A Ferber S, Ganoth D, Elias S, Hershko A, Arfin S (1988) Purification and characterization of arginyl-tRNA-protein
transferase fromrabbit reticulocytes. Its involvement in post-translational modification and degradation of acidic NH2 termini
substrates of the ubiquitin pathway. J Biol Chem 263: 11155-11167

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Couturier J, Chibani K, Jacquot JP, Rouhier N (2013) Cysteine-based redox regulation and signaling in plants. Front Plant Sci 4: 105
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

de Bruxelles GL, Peacock WJ, Dennis ES, Dolferus R (1996) Abscisic acid induces the alcohol dehydrogenase gene in Arabidopsis.
Plant Physiol 111: 381-391

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

De Vries L, Elenko E, Hubler L, Jones TL, Farquhar MG (1996) GAIP is membrane-anchored by palmitoylation and interacts with the
activated (GTP-bound) form of G alpha i subunits. Proc Natl Acad Sci U S A 93: 15203-15208

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Dey S, Corina Viot A(2015) Ethylene responsive factors in the orchestration of stress responses in monocotyledonous plants. Front
Plant Sci 6: 640

Pubmed: Author and Title

CrossRef. Author and Title Downloaded from on January 22, 2018 - Published by www.plantphysiol.org

Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.ncbi.nlm.nih.gov/pubmed?term=Bui LT%2C Giuntoli B%2C Kosmacz M%2C Parlanti S%2C Licausi F %282015%29 Constitutively expressed ERF%2DVII transcription factors redundantly activate the core anaerobic response in Arabidopsis thaliana%2E Plant Sci 236%3A 37%2D43&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Bui LT, Giuntoli B, Kosmacz M, Parlanti S, Licausi F (2015) Constitutively expressed ERF-VII transcription factors redundantly activate the core anaerobic response in Arabidopsis thaliana. Plant Sci 236: 37-43
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Bui&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Constitutively expressed ERF-VII transcription factors redundantly activate the core anaerobic response in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Constitutively expressed ERF-VII transcription factors redundantly activate the core anaerobic response in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Bui&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Campbell MT%2C Proctor CA%2C Dou Y%2C Schmitz AJ%2C Phansak P%2C Kruger GR%2C Zhang C%2C Walia H %282015%29 Genetic and molecular characterization of submergence response identifies Subtol6 as a major submergence tolerance locus in maize%2E PLoS One 10%3A e0120385&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Campbell MT, Proctor CA, Dou Y, Schmitz AJ, Phansak P, Kruger GR, Zhang C, Walia H (2015) Genetic and molecular characterization of submergence response identifies Subtol6 as a major submergence tolerance locus in maize. PLoS One 10: e0120385
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Campbell&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Genetic and molecular characterization of submergence response identifies Subtol6 as a major submergence tolerance locus in maize.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Genetic and molecular characterization of submergence response identifies Subtol6 as a major submergence tolerance locus in maize.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Campbell&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Chandel NS%2C McClintock DS%2C Feliciano CE%2C Wood TM%2C Melendez JA%2C Rodriguez AM%2C Schumacker PT %282000%29 Reactive oxygen species generated at mitochondrial complex III stabilize hypoxia%2Dinducible factor%2D1alpha during hypoxia%3A a mechanism of O2 sensing%2E J Biol Chem 275%3A 25130%2D25138&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Chandel NS, McClintock DS, Feliciano CE, Wood TM, Melendez JA, Rodriguez AM, Schumacker PT (2000) Reactive oxygen species generated at mitochondrial complex III stabilize hypoxia-inducible factor-1alpha during hypoxia: a mechanism of O2 sensing. J Biol Chem 275: 25130-25138
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Chandel&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Reactive oxygen species generated at mitochondrial complex III stabilize hypoxia-inducible factor-1alpha during hypoxia: a mechanism of O2 sensing&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Reactive oxygen species generated at mitochondrial complex III stabilize hypoxia-inducible factor-1alpha during hypoxia: a mechanism of O2 sensing&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Chandel&as_ylo=2000&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Chang R%2C Jang CJH%2C Branco%2DPrice C%2C Nghiem P%2C Bailey%2DSerres J %282012%29 Transient MPK6 activation in response to oxygen deprivation and reoxygenation is mediated by mitochondria and aids seedling survival in Arabidopsis%2E Plant Mol Biol 78%3A 109%2D122&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Chang R, Jang CJH, Branco-Price C, Nghiem P, Bailey-Serres J (2012) Transient MPK6 activation in response to oxygen deprivation and reoxygenation is mediated by mitochondria and aids seedling survival in Arabidopsis. Plant Mol Biol 78: 109-122
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Chang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Transient MPK6 activation in response to oxygen deprivation and reoxygenation is mediated by mitochondria and aids seedling survival in Arabidopsis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Transient MPK6 activation in response to oxygen deprivation and reoxygenation is mediated by mitochondria and aids seedling survival in Arabidopsis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Chang&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Chen L%2C Liao B%2C Qi H%2C Xie LJ%2C Huang L%2C Tan WJ%2C Zhai N%2C Yuan LB%2C Zhou Y%2C Yu LJ%2C Chen QF et al%2E %282015%29 Autophagy contributes to regulation of the hypoxia response during submergence in Arabidopsis thaliana%2E Autophagy 11%3A 2233%2D2246&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Chen L, Liao B, Qi H, Xie LJ, Huang L, Tan WJ, Zhai N, Yuan LB, Zhou Y, Yu LJ, Chen QF et al. (2015) Autophagy contributes to regulation of the hypoxia response during submergence in Arabidopsis thaliana. Autophagy 11: 2233-2246
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Chen&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Autophagy contributes to regulation of the hypoxia response during submergence in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Autophagy contributes to regulation of the hypoxia response during submergence in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Chen&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Chen L%2C Su ZZ%2C Huang L%2C Xia FN%2C Qi H%2C Xie LJ%2C Xiao S%2C Chen QF %282017%29 The AMP%2DActivated protein kinase KIN10 is involved in the regulation of autophagy in Arabidopsis%2E Front Plant Sci%2E 8%3A 1201&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Chen L, Su ZZ, Huang L, Xia FN, Qi H, Xie LJ, Xiao S, Chen QF (2017) The AMP-Activated protein kinase KIN10 is involved in the regulation of autophagy in Arabidopsis. Front Plant Sci. 8: 1201
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Chen&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The AMP-Activated protein kinase KIN10 is involved in the regulation of autophagy in Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The AMP-Activated protein kinase KIN10 is involved in the regulation of autophagy in Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Chen&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Chen SJ%2C Wu X%2C Wadas B%2C Oh JH%2C Varshavsky A %282017%29 An N%2Dend rule pathway that recognizes proline and destroys gluconeogenic enzymes%2E Science 355%3A eaal3655&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Chen SJ, Wu X, Wadas B, Oh JH, Varshavsky A (2017) An N-end rule pathway that recognizes proline and destroys gluconeogenic enzymes. Science 355: eaal3655
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Chen&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=An N-end rule pathway that recognizes proline and destroys gluconeogenic enzymes.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=An N-end rule pathway that recognizes proline and destroys gluconeogenic enzymes.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Chen&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Chiu J%2C Wong JW%2C Hogg PJ %282014%29 Redox regulation of methionine aminopeptidase 2 activity%2E J Biol Chem 289%3A 15035%2D15043&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Chiu J, Wong JW, Hogg PJ (2014) Redox regulation of methionine aminopeptidase 2 activity. J Biol Chem 289: 15035-15043
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Chiu&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Redox regulation of methionine aminopeptidase 2 activity&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Redox regulation of methionine aminopeptidase 2 activity&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Chiu&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Ciechanover A%2C Ferber S%2C Ganoth D%2C Elias S%2C Hershko A%2C Arfin S %281988%29 Purification and characterization of arginyl%2DtRNA%2Dprotein transferase from rabbit reticulocytes%2E Its involvement in post%2Dtranslational modification and degradation of acidic NH2 termini substrates of the ubiquitin pathway%2E J Biol Chem 263%3A 11155%2D11167&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Ciechanover A, Ferber S, Ganoth D, Elias S, Hershko A, Arfin S (1988) Purification and characterization of arginyl-tRNA-protein transferase from rabbit reticulocytes. Its involvement in post-translational modification and degradation of acidic NH2 termini substrates of the ubiquitin pathway. J Biol Chem 263: 11155-11167
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Ciechanover&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Purification and characterization of arginyl-tRNA-protein transferase from rabbit reticulocytes&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Purification and characterization of arginyl-tRNA-protein transferase from rabbit reticulocytes&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Ciechanover&as_ylo=1988&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Couturier J%2C Chibani K%2C Jacquot JP%2C Rouhier N %282013%29 Cysteine%2Dbased redox regulation and signaling in plants%2E Front Plant Sci 4%3A 105&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Couturier J, Chibani K, Jacquot JP, Rouhier N (2013) Cysteine-based redox regulation and signaling in plants. Front Plant Sci 4: 105
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Couturier&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Cysteine-based redox regulation and signaling in plants.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Cysteine-based redox regulation and signaling in plants.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Couturier&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=de Bruxelles GL%2C Peacock WJ%2C Dennis ES%2C Dolferus R %281996%29 Abscisic acid induces the alcohol dehydrogenase gene in Arabidopsis%2E Plant Physiol 111%3A 381�??391&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=de Bruxelles GL, Peacock WJ, Dennis ES, Dolferus R (1996) Abscisic acid induces the alcohol dehydrogenase gene in Arabidopsis. Plant Physiol 111: 381?391
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=de&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Abscisic acid induces the alcohol dehydrogenase gene in Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Abscisic acid induces the alcohol dehydrogenase gene in Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=de&as_ylo=1996&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=De Vries L%2C Elenko E%2C Hubler L%2C Jones TL%2C Farquhar MG %281996%29 GAIP is membrane%2Danchored by palmitoylation and interacts with the activated %28GTP%2Dbound%29 form of G alpha i subunits%2E Proc Natl Acad Sci U S A%2E 93%3A 15203%2D15208&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=De Vries L, Elenko E, Hubler L, Jones TL, Farquhar MG (1996) GAIP is membrane-anchored by palmitoylation and interacts with the activated (GTP-bound) form of G alpha i subunits. Proc Natl Acad Sci U S A. 93: 15203-15208
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=De&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=GAIP is membrane-anchored by palmitoylation and interacts with the activated (GTP-bound) form of G alpha i subunits&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=GAIP is membrane-anchored by palmitoylation and interacts with the activated (GTP-bound) form of G alpha i subunits&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=De&as_ylo=1996&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Dey S%2C Corina Vlot A %282015%29 Ethylene responsive factors in the orchestration of stress responses in monocotyledonous plants%2E Front Plant Sci 6%3A 640&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Dey S, Corina Vlot A (2015) Ethylene responsive factors in the orchestration of stress responses in monocotyledonous plants. Front Plant Sci 6: 640
http://www.plantphysiol.org

Google Scholar: Author Only Title Only Author and Title

Dolan WL, Chapple C (2017) Conservation and divergence of Mediator structure and function: insights from plants. Plant Cell Physiol
58: 4-21

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Dominy JE Jr, Simmons CR, Karplus PA, Gehring AM, Stipanuk MH (2006) Identification and characterization of bacterial cysteine
dioxygenases: a new route of cysteine degradation for eubacteria. J Bacteriol 188: 5561-5569

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Druey KM, Ugur O, Caron JM, Chen CK, Backlund PS, Jones TL (1999) Amino-terminal cysteine residues of RGS16 are required for
palmitoylation and modulation of Gi- and Gg-mediated signaling. J Biol Chem 274: 18836-18842

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Fomenko DE, Marino SM, Gladyshev VN (2008) Functional Diversity of Cysteine Residues in Proteins and Unique Features of Catalytic
Redox-active Cysteines in Thiol Oxidoreductases. Mol Cells. 26: 228-235

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Fukao T, Bailey-Serres J (2008) Submergence tolerance conferred by Sub1Ais mediated by SLR1 and SLRL1 restriction of gibberellin
responses in rice. Proc Natl Acad Sci USA 105: 16814-16819

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Garcia MJ, Garcia-Mateo MJ, Lucena C, Romera FJ, Rojas CL, Alcantara E, Pérez-Vicente R (2014) Hypoxia and bicarbonate could limit
the expression of iron acquisition genes in Strategy | plants by affecting ethylene synthesis and signaling in different ways. Physiol
Plant 150: 95-106

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Garcia-Santamarina S, Boronat S, Hidalgo E (2014) Reversible cysteine oxidation in hydrogen peroxide sensing and signal
transduction. Biochemistry 53: 25602580

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Garzén M, Eifler K, Faust A, Scheel H, Hofmann K, Koncz C, Yephremov A Bachmair A (2007) PRT6/At5g02310 encodes an Arabidopsis
ubiquitin ligase of the N-end rule pathway with arginine specificity and is not the CER3 locus. FEBS Lett 581: 3189-3196

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Gasch P, Fundinger M, Miiller JT, Lee T, Bailey-Serres J, Mustroph A (2016) Redundant ERF-VII transcription factors bind to an
evolutionarily conserved cis-motif to regulate hypoxia-responsive gene expression in Arabidopsis. Plant Cell 28: 160-180
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Gibbs DJ, Lee SC, Isa NM, Gramuglia S, Fukao T, Bassel GW, Correia CS, Corbineau F, Theodoulou FL, Bailey-Serres J, Holdsworth
MJ (2011) Homeostatic response to hypoxia is regulated by the N-end rule pathway in plants. Nature 479: 415-418

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Gibbs DJ, Md Isa N, Movahedi M, Lozano-Juste J, Mendiondo GM, Berckhan S, Marin-de la Rosa N, Vicente Conde J, Sousa Correia C,
Pearce SP, et al. (2014) Nitric oxide sensing in plants is mediated by proteolytic control of group VIl ERF transcription factors. Mol Cell
53: 369-379

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Gibbs DJ, Conde JV, Berckhan S, Prasad G, Mendiondo GM, Holdsworth MJ (2015) Group VI Ethylene Response Factors Coordinate
Oxygen and Nitric Oxide Signal Transduction and Stress Responses in Plants. Plant Physiol 169: 23-31

Pubmed: Author and Title
CrossRef: Author and Title

glo Scholar: Author Cnly Tile Sl Al g Tl on January 22, 2018 - Published by www.plantphysiol.org
Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Dey&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene responsive factors in the orchestration of stress responses in monocotyledonous plants.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene responsive factors in the orchestration of stress responses in monocotyledonous plants.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Dey&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Dolan WL%2C Chapple C %282017%29 Conservation and divergence of Mediator structure and function%3A insights from plants%2E Plant Cell Physiol 58%3A 4%2D21&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Dolan WL, Chapple C (2017) Conservation and divergence of Mediator structure and function: insights from plants. Plant Cell Physiol 58: 4-21
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Dolan&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Conservation and divergence of Mediator structure and function: insights from plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Conservation and divergence of Mediator structure and function: insights from plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Dolan&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Dominy JE Jr%2C Simmons CR%2C Karplus PA%2C Gehring AM%2C Stipanuk MH %282006%29 Identification and characterization of bacterial cysteine dioxygenases%3A a new route of cysteine degradation for eubacteria%2E J Bacteriol 188%3A 5561%2D5569&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Dominy JE Jr, Simmons CR, Karplus PA, Gehring AM, Stipanuk MH (2006) Identification and characterization of bacterial cysteine dioxygenases: a new route of cysteine degradation for eubacteria. J Bacteriol 188: 5561-5569
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Dominy&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Identification and characterization of bacterial cysteine dioxygenases: a new route of cysteine degradation for eubacteria&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Identification and characterization of bacterial cysteine dioxygenases: a new route of cysteine degradation for eubacteria&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Dominy&as_ylo=2006&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Druey KM%2C Ugur O%2C Caron JM%2C Chen CK%2C Backlund PS%2C Jones TL %281999%29 Amino%2Dterminal cysteine residues of RGS16 are required for palmitoylation and modulation of Gi%2D and Gq%2Dmediated signaling%2E J Biol Chem 274%3A 18836%2D18842&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Druey KM, Ugur O, Caron JM, Chen CK, Backlund PS, Jones TL (1999) Amino-terminal cysteine residues of RGS16 are required for palmitoylation and modulation of Gi- and Gq-mediated signaling. J Biol Chem 274: 18836-18842
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Druey&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Amino-terminal cysteine residues of RGS16 are required for palmitoylation and modulation of Gi- and Gq-mediated signaling&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Amino-terminal cysteine residues of RGS16 are required for palmitoylation and modulation of Gi- and Gq-mediated signaling&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Druey&as_ylo=1999&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Fomenko DE%2C Marino SM%2C Gladyshev VN %282008%29 Functional Diversity of Cysteine Residues in Proteins and Unique Features of Catalytic Redox%2Dactive Cysteines in Thiol Oxidoreductases%2E Mol Cells%2E 26%3A 228%2D235&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Fomenko DE, Marino SM, Gladyshev VN (2008) Functional Diversity of Cysteine Residues in Proteins and Unique Features of Catalytic Redox-active Cysteines in Thiol Oxidoreductases. Mol Cells. 26: 228-235
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Fomenko&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Functional Diversity of Cysteine Residues in Proteins and Unique Features of Catalytic Redox-active Cysteines in Thiol Oxidoreductases&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Functional Diversity of Cysteine Residues in Proteins and Unique Features of Catalytic Redox-active Cysteines in Thiol Oxidoreductases&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Fomenko&as_ylo=2008&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Fukao T%2C Bailey%2DSerres J %282008%29 Submergence tolerance conferred by Sub1A is mediated by SLR1 and SLRL1 restriction of gibberellin responses in rice%2E Proc Natl Acad Sci USA 105%3A 16814%2D16819&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Fukao T, Bailey-Serres J (2008) Submergence tolerance conferred by Sub1A is mediated by SLR1 and SLRL1 restriction of gibberellin responses in rice. Proc Natl Acad Sci USA 105: 16814-16819
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Fukao&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Submergence tolerance conferred by Sub1A is mediated by SLR1 and SLRL1 restriction of gibberellin responses in rice&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Submergence tolerance conferred by Sub1A is mediated by SLR1 and SLRL1 restriction of gibberellin responses in rice&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Fukao&as_ylo=2008&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Garc�a MJ%2C Garc�a%2DMateo MJ%2C Lucena C%2C Romera FJ%2C Rojas CL%2C Alc�ntara E%2C P�rez%2DVicente R %282014%29 Hypoxia and bicarbonate could limit the expression of iron acquisition genes in Strategy I plants by affecting ethylene synthesis and signaling in different ways%2E Physiol Plant 150%3A 95%2D106&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Garc�a MJ, Garc�a-Mateo MJ, Lucena C, Romera FJ, Rojas CL, Alc�ntara E, P�rez-Vicente R (2014) Hypoxia and bicarbonate could limit the expression of iron acquisition genes in Strategy I plants by affecting ethylene synthesis and signaling in different ways. Physiol Plant 150: 95-106
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=García&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Hypoxia and bicarbonate could limit the expression of iron acquisition genes in Strategy I plants by affecting ethylene synthesis and signaling in different ways&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Hypoxia and bicarbonate could limit the expression of iron acquisition genes in Strategy I plants by affecting ethylene synthesis and signaling in different ways&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=García&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=García%2DSantamarina S%2C Boronat S%2C Hidalgo E %282014%29 Reversible cysteine oxidation in hydrogen peroxide sensing and signal transduction%2E Biochemistry 53%3A 2560�??2580&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Garc�a-Santamarina S, Boronat S, Hidalgo E (2014) Reversible cysteine oxidation in hydrogen peroxide sensing and signal transduction. Biochemistry 53: 2560?2580
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Garc�?­a-Santamarina&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Reversible cysteine oxidation in hydrogen peroxide sensing and signal transduction.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Reversible cysteine oxidation in hydrogen peroxide sensing and signal transduction.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Garc�?­a-Santamarina&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Garz�n M%2C Eifler K%2C Faust A%2C Scheel H%2C Hofmann K%2C Koncz C%2C Yephremov A%2C Bachmair A %282007%29 PRT6%2FAt5g02310 encodes an Arabidopsis ubiquitin ligase of the N%2Dend rule pathway with arginine specificity and is not the CER3 locus%2E FEBS Lett 581%3A 3189%2D3196&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Garz�n M, Eifler K, Faust A, Scheel H, Hofmann K, Koncz C, Yephremov A, Bachmair A (2007) PRT6/At5g02310 encodes an Arabidopsis ubiquitin ligase of the N-end rule pathway with arginine specificity and is not the CER3 locus. FEBS Lett 581: 3189-3196
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Garzón&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=PRT6/At5g02310 encodes an Arabidopsis ubiquitin ligase of the N-end rule pathway with arginine specificity and is not the CER3 locus&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=PRT6/At5g02310 encodes an Arabidopsis ubiquitin ligase of the N-end rule pathway with arginine specificity and is not the CER3 locus&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Garzón&as_ylo=2007&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gasch P%2C Fundinger M%2C M�ller JT%2C Lee T%2C Bailey%2DSerres J%2C Mustroph A %282016%29 Redundant ERF%2DVII transcription factors bind to an evolutionarily conserved cis%2Dmotif to regulate hypoxia%2Dresponsive gene expression in Arabidopsis%2E Plant Cell 28%3A 160%2D180&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gasch P, Fundinger M, M�ller JT, Lee T, Bailey-Serres J, Mustroph A (2016) Redundant ERF-VII transcription factors bind to an evolutionarily conserved cis-motif to regulate hypoxia-responsive gene expression in Arabidopsis. Plant Cell 28: 160-180
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gasch&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Redundant ERF-VII transcription factors bind to an evolutionarily conserved cis-motif to regulate hypoxia-responsive gene expression in Arabidopsis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Redundant ERF-VII transcription factors bind to an evolutionarily conserved cis-motif to regulate hypoxia-responsive gene expression in Arabidopsis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gasch&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gibbs DJ%2C Lee SC%2C Isa NM%2C Gramuglia S%2C Fukao T%2C Bassel GW%2C Correia CS%2C Corbineau F%2C Theodoulou FL%2C Bailey%2DSerres J%2C Holdsworth MJ %282011%29 Homeostatic response to hypoxia is regulated by the N%2Dend rule pathway in plants%2E Nature 479%3A 415%2D418&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gibbs DJ, Lee SC, Isa NM, Gramuglia S, Fukao T, Bassel GW, Correia CS, Corbineau F, Theodoulou FL, Bailey-Serres J, Holdsworth MJ (2011) Homeostatic response to hypoxia is regulated by the N-end rule pathway in plants. Nature 479: 415-418
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gibbs&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Homeostatic response to hypoxia is regulated by the N-end rule pathway in plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Homeostatic response to hypoxia is regulated by the N-end rule pathway in plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gibbs&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gibbs DJ%2C Md Isa N%2C Movahedi M%2C Lozano%2DJuste J%2C Mendiondo GM%2C Berckhan S%2C Mar�n%2Dde la Rosa N%2C Vicente Conde J%2C Sousa Correia C%2C Pearce SP%2C et al%2E %282014%29 Nitric oxide sensing in plants is mediated by proteolytic control of group VII ERF transcription factors%2E Mol Cell 53%3A 369%2D379&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gibbs DJ, Md Isa N, Movahedi M, Lozano-Juste J, Mendiondo GM, Berckhan S, Mar�n-de la Rosa N, Vicente Conde J, Sousa Correia C, Pearce SP, et al. (2014) Nitric oxide sensing in plants is mediated by proteolytic control of group VII ERF transcription factors. Mol Cell 53: 369-379
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gibbs&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Nitric oxide sensing in plants is mediated by proteolytic control of group VII ERF transcription factors&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Nitric oxide sensing in plants is mediated by proteolytic control of group VII ERF transcription factors&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gibbs&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gibbs DJ%2C Conde JV%2C Berckhan S%2C Prasad G%2C Mendiondo GM%2C Holdsworth MJ %282015%29 Group VII Ethylene Response Factors Coordinate Oxygen and Nitric Oxide Signal Transduction and Stress Responses in Plants%2E Plant Physiol 169%3A 23%2D31&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gibbs DJ, Conde JV, Berckhan S, Prasad G, Mendiondo GM, Holdsworth MJ (2015) Group VII Ethylene Response Factors Coordinate Oxygen and Nitric Oxide Signal Transduction and Stress Responses in Plants. Plant Physiol 169: 23-31
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gibbs&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Group VII Ethylene Response Factors Coordinate Oxygen and Nitric Oxide Signal Transduction and Stress Responses in Plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Group VII Ethylene Response Factors Coordinate Oxygen and Nitric Oxide Signal Transduction and Stress Responses in Plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gibbs&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

Giesguth M, Sahm A, Simon S, Dietz KJ (2015) Redox-dependent translocation of the heat shock transcription factor AAHSFA8 from the
cytosol to the nucleus in Arabidopsis thaliana. FEBS Lett 589: 718-725.

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Giles NM, Watts AB, Giles Gl, Fry FH, Littlechild JA, Jacob C (2003) Metal and redox modulation of cysteine protein function. Chem Biol
10: 677-693

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Giuntoli B, Lee SC, Licausi F, Kosmacz M, Oosumi T, van Dongen JT, Bailey-Serres J, Perata P (2014) Atrihelix DNA binding protein
counterbalances hypoxia-responsive transcriptional activation in Arabidopsis. PLoS Biol 12: 1001950

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Giuntoli B, Shukla V, Maggiorelli F, Giorgi FM, Lombardi L, Perata P, Licausi F (2017) Age-dependent regulation of ERF-VII transcription
factor activity in Arabidopsis thaliana. Plant Cell Environ 40: 2333-2346

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Gonzali S, Loreti E, Cardarelli F, Novi G, Parlanti S, Pucciariello C, Bassolino L, Banti V, Licausi F, Perata P (2015) Universal stress
protein HRU1 mediates ROS homeostasis under anoxia. Nat Plants 1: 15151

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Gould N, Doulias PT, Tenopoulou M, Raju K, Ischiropoulos H (2013) Regulation of protein function and signaling by reversible cysteine
S-nitrosylation. J Biol Chem 288: 26473-26479

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Graciet E, Walter F, O'Maoiléidigh DS, Polimann S, Meyerowitz EM, Varshavsky A, Wellmer F (2009) The N-end rule pathway controls
multiple functions during Arabidopsis shoot and leaf development. Proc Natl Acad Sci U S A 106: 13618-13623

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Gravot A Richard G, Lime T, Lemarié S, Jubault M, Lariagon C, Lemoine J, Vicente J, Robert-Seilaniantz A Holdsworth MJ,
Manzanares-Dauleux MJ (2016) Hypoxia response in Arabidopsis roots infected by Plasmodiophora brassicae supports the
development of clubroot. BMC Plant Biol 16: 251.

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Gupta V, Carrol KS (2014) Sulfenic acid chemistry, detection and cellular lifetime. Biochim Biophys Acta 1840: 847-875
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Gupta KJ, Igamberdiev AU (2016) Reactive nitrogen species in mitochondria and their implications in plant energy status and hypoxic
stress tolerance. Front Plant Sci 7: 369

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Hang HC, Linder ME (2011) Exploring protein lipidation with chemical biology. Chem Rev 111: 6341-6358
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Hao DY, Ohme-Takagi M, Sarai A (1998) Unique mode of GCC box recognition by the DNA-binding domain of ethylene-responsive
element-binding factor (ERF domain) in plant. J Biol Chem 273: 26857-26861

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Hattori Y, Nagai K, Furukawa S, Song XJ, Kawano R, Sakakibara H, Wu J, Matsumoto T, Yoshimura A Kitano H, et al. (2009) The
ethylene response factors SNORKEL1 and SNORKEL2 allow rice to adapt to deep water. Nature 460: 1026-1030
Pubmed: Author and Title

CrossRef. Author and Title Downloaded from on January 22, 2018 - Published by www.plantphysiol.org

Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.ncbi.nlm.nih.gov/pubmed?term=Giesguth M%2C Sahm A%2C Simon S%2C Dietz KJ %282015%29 Redox%2Ddependent translocation of the heat shock transcription factor AtHSFA8 from the cytosol to the nucleus in Arabidopsis thaliana%2E FEBS Lett 589%3A 718%2D725%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Giesguth M, Sahm A, Simon S, Dietz KJ (2015) Redox-dependent translocation of the heat shock transcription factor AtHSFA8 from the cytosol to the nucleus in Arabidopsis thaliana. FEBS Lett 589: 718-725.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Giesguth&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Redox-dependent translocation of the heat shock transcription factor AtHSFA8 from the cytosol to the nucleus in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Redox-dependent translocation of the heat shock transcription factor AtHSFA8 from the cytosol to the nucleus in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Giesguth&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Giles NM%2C Watts AB%2C Giles GI%2C Fry FH%2C Littlechild JA%2C Jacob C %282003%29 Metal and redox modulation of cysteine protein function%2E Chem Biol 10%3A 677%2D693&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Giles NM, Watts AB, Giles GI, Fry FH, Littlechild JA, Jacob C (2003) Metal and redox modulation of cysteine protein function. Chem Biol 10: 677-693
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Giles&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Metal and redox modulation of cysteine protein function&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Metal and redox modulation of cysteine protein function&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Giles&as_ylo=2003&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Giuntoli B%2C Lee SC%2C Licausi F%2C Kosmacz M%2C Oosumi T%2C van Dongen JT%2C Bailey%2DSerres J%2C Perata P %282014%29 A trihelix DNA binding protein counterbalances hypoxia%2Dresponsive transcriptional activation in Arabidopsis%2E PLoS Biol 12%3A e1001950&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Giuntoli B, Lee SC, Licausi F, Kosmacz M, Oosumi T, van Dongen JT, Bailey-Serres J, Perata P (2014) A trihelix DNA binding protein counterbalances hypoxia-responsive transcriptional activation in Arabidopsis. PLoS Biol 12: e1001950
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Giuntoli&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=A trihelix DNA binding protein counterbalances hypoxia-responsive transcriptional activation in Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=A trihelix DNA binding protein counterbalances hypoxia-responsive transcriptional activation in Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Giuntoli&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Giuntoli B%2C Shukla V%2C Maggiorelli F%2C Giorgi FM%2C Lombardi L%2C Perata P%2C Licausi F %282017%29 Age%2Ddependent regulation of ERF%2DVII transcription factor activity in Arabidopsis thaliana%2E Plant Cell Environ 40%3A 2333%2D2346&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Giuntoli B, Shukla V, Maggiorelli F, Giorgi FM, Lombardi L, Perata P, Licausi F (2017) Age-dependent regulation of ERF-VII transcription factor activity in Arabidopsis thaliana. Plant Cell Environ 40: 2333-2346
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Giuntoli&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Age-dependent regulation of ERF-VII transcription factor activity in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Age-dependent regulation of ERF-VII transcription factor activity in Arabidopsis thaliana&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Giuntoli&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gonzali S%2C Loreti E%2C Cardarelli F%2C Novi G%2C Parlanti S%2C Pucciariello C%2C Bassolino L%2C Banti V%2C Licausi F%2C Perata P %282015%29 Universal stress protein HRU1 mediates ROS homeostasis under anoxia%2E Nat Plants 1%3A 15151&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gonzali S, Loreti E, Cardarelli F, Novi G, Parlanti S, Pucciariello C, Bassolino L, Banti V, Licausi F, Perata P (2015) Universal stress protein HRU1 mediates ROS homeostasis under anoxia. Nat Plants 1: 15151
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gonzali&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Universal stress protein HRU1 mediates ROS homeostasis under anoxia.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Universal stress protein HRU1 mediates ROS homeostasis under anoxia.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gonzali&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gould N%2C Doulias PT%2C Tenopoulou M%2C Raju K%2C Ischiropoulos H %282013%29 Regulation of protein function and signaling by reversible cysteine S%2Dnitrosylation%2E J Biol Chem 288%3A 26473%2D26479&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gould N, Doulias PT, Tenopoulou M, Raju K, Ischiropoulos H (2013) Regulation of protein function and signaling by reversible cysteine S-nitrosylation. J Biol Chem 288: 26473-26479
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gould&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Regulation of protein function and signaling by reversible cysteine S-nitrosylation&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Regulation of protein function and signaling by reversible cysteine S-nitrosylation&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gould&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Graciet E%2C Walter F%2C �%27Maoil�idigh DS%2C Pollmann S%2C Meyerowitz EM%2C Varshavsky A%2C Wellmer F %282009%29 The N%2Dend rule pathway controls multiple functions during Arabidopsis shoot and leaf development%2E Proc Natl Acad Sci U S A%2E 106%3A 13618%2D13623&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Graciet E, Walter F, �'Maoil�idigh DS, Pollmann S, Meyerowitz EM, Varshavsky A, Wellmer F (2009) The N-end rule pathway controls multiple functions during Arabidopsis shoot and leaf development. Proc Natl Acad Sci U S A. 106: 13618-13623
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Graciet&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway controls multiple functions during Arabidopsis shoot and leaf development&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway controls multiple functions during Arabidopsis shoot and leaf development&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Graciet&as_ylo=2009&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gravot A%2C Richard G%2C Lime T%2C Lemari� S%2C Jubault M%2C Lariagon C%2C Lemoine J%2C Vicente J%2C Robert%2DSeilaniantz A%2C Holdsworth MJ%2C Manzanares%2DDauleux MJ %282016%29 Hypoxia response in Arabidopsis roots infected by Plasmodiophora brassicae supports the development of clubroot%2E BMC Plant Biol 16%3A 251%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gravot A, Richard G, Lime T, Lemari� S, Jubault M, Lariagon C, Lemoine J, Vicente J, Robert-Seilaniantz A, Holdsworth MJ, Manzanares-Dauleux MJ (2016) Hypoxia response in Arabidopsis roots infected by Plasmodiophora brassicae supports the development of clubroot. BMC Plant Biol 16: 251.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gravot&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Hypoxia response in Arabidopsis roots infected by Plasmodiophora brassicae supports the development of clubroot&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Hypoxia response in Arabidopsis roots infected by Plasmodiophora brassicae supports the development of clubroot&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gravot&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gupta V%2C Carrol KS %282014%29 Sulfenic acid chemistry%2C detection and cellular lifetime%2E Biochim Biophys Acta 1840%3A 847%2D875&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gupta V, Carrol KS (2014) Sulfenic acid chemistry, detection and cellular lifetime. Biochim Biophys Acta 1840: 847-875
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gupta&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Sulfenic acid chemistry, detection and cellular lifetime&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Sulfenic acid chemistry, detection and cellular lifetime&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gupta&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Gupta KJ%2C Igamberdiev AU %282016%29 Reactive nitrogen species in mitochondria and their implications in plant energy status and hypoxic stress tolerance%2E Front Plant Sci 7%3A 369&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Gupta KJ, Igamberdiev AU (2016) Reactive nitrogen species in mitochondria and their implications in plant energy status and hypoxic stress tolerance. Front Plant Sci 7: 369
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Gupta&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Reactive nitrogen species in mitochondria and their implications in plant energy status and hypoxic stress tolerance.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Reactive nitrogen species in mitochondria and their implications in plant energy status and hypoxic stress tolerance.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Gupta&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hang HC%2C Linder ME %282011%29 Exploring protein lipidation with chemical biology%2E Chem Rev 111%3A 6341%2D6358&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hang HC, Linder ME (2011) Exploring protein lipidation with chemical biology. Chem Rev 111: 6341-6358
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Exploring protein lipidation with chemical biology&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Exploring protein lipidation with chemical biology&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hang&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hao DY%2C Ohme%2DTakagi M%2C Sarai A %281998%29 Unique mode of GCC box recognition by the DNA%2Dbinding domain of ethylene%2Dresponsive element%2Dbinding factor %28ERF domain%29 in plant%2E J Biol Chem 273%3A 26857%2D26861&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hao DY, Ohme-Takagi M, Sarai A (1998) Unique mode of GCC box recognition by the DNA-binding domain of ethylene-responsive element-binding factor (ERF domain) in plant. J Biol Chem 273: 26857-26861
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hao&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Unique mode of GCC box recognition by the DNA-binding domain of ethylene-responsive element-binding factor (ERF domain) in plant&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Unique mode of GCC box recognition by the DNA-binding domain of ethylene-responsive element-binding factor (ERF domain) in plant&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hao&as_ylo=1998&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hattori Y%2C Nagai K%2C Furukawa S%2C Song XJ%2C Kawano R%2C Sakakibara H%2C Wu J%2C Matsumoto T%2C Yoshimura A%2C Kitano H%2C et al%2E %282009%29 The ethylene response factors SNORKEL1 and SNORKEL2 allow rice to adapt to deep water%2E Nature 460%3A 1026%2D1030&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hattori Y, Nagai K, Furukawa S, Song XJ, Kawano R, Sakakibara H, Wu J, Matsumoto T, Yoshimura A, Kitano H, et al. (2009) The ethylene response factors SNORKEL1 and SNORKEL2 allow rice to adapt to deep water. Nature 460: 1026-1030
http://www.plantphysiol.org

Google Scholar: Author Only Title Only Author and Title

Hattori Y, Nagai K, Ashikari M (2011) Rice growth adapting to deepwater. Curr Opin Plant Biol 14: 100-105

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Hemsley PA (2015) The importance of lipid modified proteins in plants. New Phytol 205: 476-489
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Hinz M, Wilson IW, Yang J, Buerstenbinder K, Liewellyn D, Dennis ES, Sauter M, Dolferus R (2010) Arabidopsis RAP2.2: an ethylene
response transcription factor that is important for hypoxia survival. Plant Physiol 153: 757-772

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Hsu FC, Chou MY, Chou SJ, Li YR, Peng HP, Shih MC (2013) Submergence confers immunity mediated by the WRKY22 transcription
factor in Arabidopsis. Plant Cell 25: 26992713

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Hu RG, Sheng J, Qi X, Xu Z Takahashi TT, Varshavsky A (2005) The N-end rule pathway as a nitric oxide sensor controlling the levels
of multiple regulators. Nature 437: 981-986

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Huang PY, Catinot J, Zimmerli L (2016) Ethylene response factors in Arabidopsis immunity. J Exp Bot 67: 1231-1241.
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Hwang CS, Shemorry A, Varshavsky A (2010) N-terminal acetylation of cellular proteins creates specific degradation signals. Science
327:973-977

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Hwang JH, Lee MO, Choy YH, Lee YMH, Hong CB, Lee DH (2011) Expression profile analysis of hypoxia responses in Arabidopsis
roots and shoots. J Plant Biol 54: 373-383

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Jaakkola P, Mole DR, Tian YM, Wilson MI, Gielbert J, Gaskell SJ, von Kriegsheim A Hebestreit HF, Mukherji M, Schofield CJ, et al.
(2001) Targeting of HIF-alpha to the von Hippel-Lindau ubiquitylation complex by O2-regulated prolyl hydroxylation. Science292: 468-72
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Kazan K (2017) The multitalented MEDIATOR25. Front Plant Sci 8: 999
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Klinkenberg J, Faist H, Saupe S, Lambertz S, Krischke M, Stingl N, Fekete A Mueller MJ, Feussner I, Hedrich R, Deeken R (2014) Two
fatty acid desaturases, STEAROYL-ACYL CARRIER PROTEIN A9-DESATURASEG6 and FATTY ACID DESATURASES3, are involved in
drought and hypoxia stress signaling in Arabidopsis crown galls. Plant Physiol 164: 570-583

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Kobayashi T, Nishizawa NK (2014) Iron sensors and signals in response to iron deficiency. Plant Sci 224: 36-43
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Kosmacz M, Parlanti S, Schwarzlander M, Kragler F, Licausi F, Van Dongen JT (2015) The stability and nuclear localization of the
transcription factor RAP2.12 are dynamically regulated by oxygen concentration. Plant Cell Environ 38: 1094-1103

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Downloaded from on January 22, 2018 - Published by www.plantphysiol.org
Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hattori&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The ethylene response factors SNORKEL1 and SNORKEL2 allow rice to adapt to deep water&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The ethylene response factors SNORKEL1 and SNORKEL2 allow rice to adapt to deep water&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hattori&as_ylo=2009&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hattori Y%2C Nagai K%2C Ashikari M %282011%29 Rice growth adapting to deepwater%2E Curr Opin Plant Biol 14%3A 100%2D105&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hattori Y, Nagai K, Ashikari M (2011) Rice growth adapting to deepwater. Curr Opin Plant Biol 14: 100-105
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hattori&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Rice growth adapting to deepwater&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Rice growth adapting to deepwater&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hattori&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hemsley PA %282015%29 The importance of lipid modified proteins in plants%2E New Phytol 205%3A 476%2D489&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hemsley PA (2015) The importance of lipid modified proteins in plants. New Phytol 205: 476-489
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hemsley&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The importance of lipid modified proteins in plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The importance of lipid modified proteins in plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hemsley&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hinz M%2C Wilson IW%2C Yang J%2C Buerstenbinder K%2C Llewellyn D%2C Dennis ES%2C Sauter M%2C Dolferus R %282010%29 Arabidopsis RAP2%2E2%3A an ethylene response transcription factor that is important for hypoxia survival%2E Plant Physiol 153%3A 757%2D772&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hinz M, Wilson IW, Yang J, Buerstenbinder K, Llewellyn D, Dennis ES, Sauter M, Dolferus R (2010) Arabidopsis RAP2.2: an ethylene response transcription factor that is important for hypoxia survival. Plant Physiol 153: 757-772
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hinz&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis RAP2&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis RAP2&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hinz&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hsu FC%2C Chou MY%2C Chou SJ%2C Li YR%2C Peng HP%2C Shih MC %282013%29 Submergence confers immunity mediated by the WRKY22 transcription factor in Arabidopsis%2E Plant Cell 25%3A 2699�??2713&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hsu FC, Chou MY, Chou SJ, Li YR, Peng HP, Shih MC (2013) Submergence confers immunity mediated by the WRKY22 transcription factor in Arabidopsis. Plant Cell 25: 2699?2713
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hsu&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Submergence confers immunity mediated by the WRKY22 transcription factor in Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Submergence confers immunity mediated by the WRKY22 transcription factor in Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hsu&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hu RG%2C Sheng J%2C Qi X%2C Xu Z%2C Takahashi TT%2C Varshavsky A %282005%29 The N%2Dend rule pathway as a nitric oxide sensor controlling the levels of multiple regulators%2E Nature 437%3A 981%2D986&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hu RG, Sheng J, Qi X, Xu Z, Takahashi TT, Varshavsky A (2005) The N-end rule pathway as a nitric oxide sensor controlling the levels of multiple regulators. Nature 437: 981-986
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hu&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway as a nitric oxide sensor controlling the levels of multiple regulators&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway as a nitric oxide sensor controlling the levels of multiple regulators&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hu&as_ylo=2005&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Huang PY%2C Catinot J%2C Zimmerli L %282016%29 Ethylene response factors in Arabidopsis immunity%2E J Exp Bot 67%3A 1231%2D1241%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Huang PY, Catinot J, Zimmerli L (2016) Ethylene response factors in Arabidopsis immunity. J Exp Bot 67: 1231-1241.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Huang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene response factors in Arabidopsis immunity&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene response factors in Arabidopsis immunity&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Huang&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hwang CS%2C Shemorry A%2C Varshavsky A %282010%29 N%2Dterminal acetylation of cellular proteins creates specific degradation signals%2E Science 327%3A 973�??977&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hwang CS, Shemorry A, Varshavsky A (2010) N-terminal acetylation of cellular proteins creates specific degradation signals. Science 327: 973?977
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hwang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=N-terminal acetylation of cellular proteins creates specific degradation signals.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=N-terminal acetylation of cellular proteins creates specific degradation signals.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hwang&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Hwang JH%2C Lee MO%2C Choy YH%2C Lee YMH%2C Hong CB%2C Lee DH %282011%29 Expression profile analysis of hypoxia responses in Arabidopsis roots and shoots%2E J Plant Biol 54%3A 373%2D383&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Hwang JH, Lee MO, Choy YH, Lee YMH, Hong CB, Lee DH (2011) Expression profile analysis of hypoxia responses in Arabidopsis roots and shoots. J Plant Biol 54: 373-383
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Hwang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Expression profile analysis of hypoxia responses in Arabidopsis roots and shoots&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Expression profile analysis of hypoxia responses in Arabidopsis roots and shoots&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Hwang&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Jaakkola P%2C Mole DR%2C Tian YM%2C Wilson MI%2C Gielbert J%2C Gaskell SJ%2C von Kriegsheim A%2C Hebestreit HF%2C Mukherji M%2C Schofield CJ%2C et al%2E %282001%29 Targeting of HIF%2Dalpha to the von Hippel%2DLindau ubiquitylation complex by O2%2Dregulated prolyl hydroxylation%2E Science292%3A 468%2D72&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Jaakkola P, Mole DR, Tian YM, Wilson MI, Gielbert J, Gaskell SJ, von Kriegsheim A, Hebestreit HF, Mukherji M, Schofield CJ, et al. (2001) Targeting of HIF-alpha to the von Hippel-Lindau ubiquitylation complex by O2-regulated prolyl hydroxylation. Science292: 468-72
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Jaakkola&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Targeting of HIF-alpha to the von Hippel-Lindau ubiquitylation complex by O2-regulated prolyl hydroxylation&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Targeting of HIF-alpha to the von Hippel-Lindau ubiquitylation complex by O2-regulated prolyl hydroxylation&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Jaakkola&as_ylo=2001&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Kazan K %282017%29 The multitalented MEDIATOR25%2E Front Plant Sci 8%3A 999&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Kazan K (2017) The multitalented MEDIATOR25. Front Plant Sci 8: 999
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Kazan&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The multitalented MEDIATOR25.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The multitalented MEDIATOR25.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Kazan&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Klinkenberg J%2C Faist H%2C Saupe S%2C Lambertz S%2C Krischke M%2C Stingl N%2C Fekete A%2C Mueller MJ%2C Feussner I%2C Hedrich R%2C Deeken R %282014%29 Two fatty acid desaturases%2C STEAROYL%2DACYL CARRIER PROTEIN �?9%2DDESATURASE6 and FATTY ACID DESATURASE3%2C are involved in drought and hypoxia stress signaling in Arabidopsis crown galls%2E Plant Physiol 164%3A 570%2D583&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Klinkenberg J, Faist H, Saupe S, Lambertz S, Krischke M, Stingl N, Fekete A, Mueller MJ, Feussner I, Hedrich R, Deeken R (2014) Two fatty acid desaturases, STEAROYL-ACYL CARRIER PROTEIN ?9-DESATURASE6 and FATTY ACID DESATURASE3, are involved in drought and hypoxia stress signaling in Arabidopsis crown galls. Plant Physiol 164: 570-583
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Klinkenberg&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Klinkenberg&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Kobayashi T%2C Nishizawa NK %282014%29 Iron sensors and signals in response to iron deficiency%2E Plant Sci 224%3A 36%2D43&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Kobayashi T, Nishizawa NK (2014) Iron sensors and signals in response to iron deficiency. Plant Sci 224: 36-43
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Kobayashi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Iron sensors and signals in response to iron deficiency&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Iron sensors and signals in response to iron deficiency&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Kobayashi&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Kosmacz M%2C Parlanti S%2C Schwarzl�nder M%2C Kragler F%2C Licausi F%2C Van Dongen JT %282015%29 The stability and nuclear localization of the transcription factor RAP2%2E12 are dynamically regulated by oxygen concentration%2E Plant Cell Environ 38%3A 1094%2D1103&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Kosmacz M, Parlanti S, Schwarzl�nder M, Kragler F, Licausi F, Van Dongen JT (2015) The stability and nuclear localization of the transcription factor RAP2.12 are dynamically regulated by oxygen concentration. Plant Cell Environ 38: 1094-1103
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Kosmacz&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The stability and nuclear localization of the transcription factor RAP2&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The stability and nuclear localization of the transcription factor RAP2&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Kosmacz&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

Kwon YT, Kashina AS, Davydov IV, Hu RG, An JY, Seo JW, Du F, Varshavsky A (2002) An essential role of N-terminal arginylation in
cardiovascular development. Science 297: 96-99

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Lee MJ, Tasaki T, Moroi K, An JY, Kimura S, Davydov IV, Kwon YT (2005) RGS4 and RGS5 are in vivo substrates of the N-end rule
pathway. Proc Natl Acad Sci USA 102: 15030-15035

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Lee MJ, Kim DE, Zakrzewska A, Yoo YD, Kim SH, Kim ST, Seo JW, Lee YS, Dorn GW 2nd, Oh U, et al. (2012) Characterization of
arginylation branch of N-end rule pathway in G-protein-mediated proliferation and signaling of cardiomyocytes. J Biol Chem 287: 24043-
24052

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Lee SY, Hwang EY, Seok HY, Tarte VN, Jeong MS, Jang SB, Moon YH (2015) Arabidopsis AERF71/HRE2 functions as transcriptional
activator via cis-acting GCC box or DRE/CRT element and is involved in root development through regulation of root cell expansion.
Plant Cell Rep 34: 223-231

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Li HY, Chye ML (2004) Arabidopsis acyl-CoA-binding protein ACBP2 interacts with an ethylene-responsive element-binding protein,
AEBP, via its ankyrin repeats. Plant Mol Biol 54: 233-243

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Li HY, Xiao S, Chye ML (2008) Ethylene- and pathogen-inducible Arabidopsis acyl-CoA-binding protein 4 interacts with an ethylene-
responsive element binding protein. J Exp Bot 59: 3997-4006

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Licausi F, van Dongen JT, Giuntoli B, Novi G, Santaniello A Geigenberger P, Perata P (2010a) HRE1 and HRE2, two hypoxia-inducible
ethylene response factors, affect anaerobic responses in Arabidopsis thaliana. Plant J 62: 302-315

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Licausi F, Weits DA, Pant BD, Scheible WR, Geigenberger P, van Dongen JT (2010b) Hypoxia responsive gene expression is mediated
by various subsets of transcription factors and miRNAs that are determined by the actual oxygen availability. New Phytologist 190: 442-
456

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Licausi F, Kosmacz M, Weits DA, Giuntoli B, Giorgi FM, Voesenek LA, Perata P, van Dongen JT (2011) Oxygen sensing in plants is
mediated by an N-end rule pathway for protein destabilization. Nature 479: 419-422

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Licausi F, Ohme-Takagi M, Perata P (2013) APETALA2/Ethylene Responsive Factor (AP2/ERF) transcription factors: mediators of stress
responses and developmental programs. New Phytol 199: 639-649

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Liu S, Kracher B, Ziegler J, Birkenbihl RP, Somssich IE (2015) Negative regulation of ABA signaling by WRKY?33 is critical for
Arabidopsis immunity towards Botrytis cinerea 2100. Elife 4: e07295

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Lépez-Millan AF, Morales F, Andaluz S, Gogorcena Y, Abadia A De Las Rivas J, Abadia J (2000) Responses of sugar beet roots to iron
deficiency. Changes in carbon assimilation and oxygen use. Plant Physiol. 124: 885-898

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Downloaded from on January 22, 2018 - Published by www.plantphysiol.org
Copyright © 2017 American Society of Plant Biologists. All rights reserved.



http://www.ncbi.nlm.nih.gov/pubmed?term=Kwon YT%2C Kashina AS%2C Davydov IV%2C Hu RG%2C An JY%2C Seo JW%2C Du F%2C Varshavsky A %282002%29 An essential role of N%2Dterminal arginylation in cardiovascular development%2E Science 297%3A 96%2D99&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Kwon YT, Kashina AS, Davydov IV, Hu RG, An JY, Seo JW, Du F, Varshavsky A (2002) An essential role of N-terminal arginylation in cardiovascular development. Science 297: 96-99
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Kwon&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=An essential role of N-terminal arginylation in cardiovascular development&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=An essential role of N-terminal arginylation in cardiovascular development&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Kwon&as_ylo=2002&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Lee MJ%2C Tasaki T%2C Moroi K%2C An JY%2C Kimura S%2C Davydov IV%2C Kwon YT %282005%29 RGS4 and RGS5 are in vivo substrates of the N%2Dend rule pathway%2E Proc Natl Acad Sci USA 102%3A 15030�??15035&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Lee MJ, Tasaki T, Moroi K, An JY, Kimura S, Davydov IV, Kwon YT (2005) RGS4 and RGS5 are in vivo substrates of the N-end rule pathway. Proc Natl Acad Sci USA 102: 15030?15035
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Lee&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=RGS4 and RGS5 are in vivo substrates of the N-end rule pathway.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=RGS4 and RGS5 are in vivo substrates of the N-end rule pathway.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Lee&as_ylo=2005&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Lee MJ%2C Kim DE%2C Zakrzewska A%2C Yoo YD%2C Kim SH%2C Kim ST%2C Seo JW%2C Lee YS%2C Dorn GW 2nd%2C Oh U%2C et al%2E %282012%29 Characterization of arginylation branch of N%2Dend rule pathway in G%2Dprotein%2Dmediated proliferation and signaling of cardiomyocytes%2E J Biol Chem 287%3A 24043%2D24052&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Lee MJ, Kim DE, Zakrzewska A, Yoo YD, Kim SH, Kim ST, Seo JW, Lee YS, Dorn GW 2nd, Oh U, et al. (2012) Characterization of arginylation branch of N-end rule pathway in G-protein-mediated proliferation and signaling of cardiomyocytes. J Biol Chem 287: 24043-24052
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Lee&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Characterization of arginylation branch of N-end rule pathway in G-protein-mediated proliferation and signaling of cardiomyocytes&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Characterization of arginylation branch of N-end rule pathway in G-protein-mediated proliferation and signaling of cardiomyocytes&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Lee&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Lee SY%2C Hwang EY%2C Seok HY%2C Tarte VN%2C Jeong MS%2C Jang SB%2C Moon YH %282015%29 Arabidopsis AtERF71%2FHRE2 functions as transcriptional activator via cis%2Dacting GCC box or DRE%2FCRT element and is involved in root development through regulation of root cell expansion%2E Plant Cell Rep 34%3A 223%2D231&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Lee SY, Hwang EY, Seok HY, Tarte VN, Jeong MS, Jang SB, Moon YH (2015) Arabidopsis AtERF71/HRE2 functions as transcriptional activator via cis-acting GCC box or DRE/CRT element and is involved in root development through regulation of root cell expansion. Plant Cell Rep 34: 223-231
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Lee&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis AtERF71/HRE2 functions as transcriptional activator via cis-acting GCC box or DRE/CRT element and is involved in root development through regulation of root cell expansion&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis AtERF71/HRE2 functions as transcriptional activator via cis-acting GCC box or DRE/CRT element and is involved in root development through regulation of root cell expansion&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Lee&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Li HY%2C Chye ML %282004%29 Arabidopsis acyl%2DCoA%2Dbinding protein ACBP2 interacts with an ethylene%2Dresponsive element%2Dbinding protein%2C AtEBP%2C via its ankyrin repeats%2E Plant Mol Biol 54%3A 233�??243&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Li HY, Chye ML (2004) Arabidopsis acyl-CoA-binding protein ACBP2 interacts with an ethylene-responsive element-binding protein, AtEBP, via its ankyrin repeats. Plant Mol Biol 54: 233?243
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Li&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis acyl-CoA-binding protein ACBP2 interacts with an ethylene-responsive element-binding protein, AtEBP, via its ankyrin repeats.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis acyl-CoA-binding protein ACBP2 interacts with an ethylene-responsive element-binding protein, AtEBP, via its ankyrin repeats.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Li&as_ylo=2004&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Li HY%2C Xiao S%2C Chye ML %282008%29 Ethylene%2D and pathogen%2Dinducible Arabidopsis acyl%2DCoA%2Dbinding protein 4 interacts with an ethylene%2Dresponsive element binding protein%2E J Exp Bot 59%3A 3997�??4006&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Li HY, Xiao S, Chye ML (2008) Ethylene- and pathogen-inducible Arabidopsis acyl-CoA-binding protein 4 interacts with an ethylene-responsive element binding protein. J Exp Bot 59: 3997?4006
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Li&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene- and pathogen-inducible Arabidopsis acyl-CoA-binding protein 4 interacts with an ethylene-responsive element binding protein.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene- and pathogen-inducible Arabidopsis acyl-CoA-binding protein 4 interacts with an ethylene-responsive element binding protein.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Li&as_ylo=2008&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Licausi F%2C van Dongen JT%2C Giuntoli B%2C Novi G%2C Santaniello A%2C Geigenberger P%2C Perata P %282010a%29 HRE1 and HRE2%2C two hypoxia%2Dinducible ethylene response factors%2C affect anaerobic responses in Arabidopsis thaliana%2E Plant J 62%3A 302%2D315&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Licausi F, van Dongen JT, Giuntoli B, Novi G, Santaniello A, Geigenberger P, Perata P (2010a) HRE1 and HRE2, two hypoxia-inducible ethylene response factors, affect anaerobic responses in Arabidopsis thaliana. Plant J 62: 302-315
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Licausi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Licausi&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Licausi F%2C Weits DA%2C Pant BD%2C Scheible WR%2C Geigenberger P%2C van Dongen JT %282010b%29 Hypoxia responsive gene expression is mediated by various subsets of transcription factors and miRNAs that are determined by the actual oxygen availability%2E New Phytologist 190%3A 442%2D456&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Licausi F, Weits DA, Pant BD, Scheible WR, Geigenberger P, van Dongen JT (2010b) Hypoxia responsive gene expression is mediated by various subsets of transcription factors and miRNAs that are determined by the actual oxygen availability. New Phytologist 190: 442-456
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Licausi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Hypoxia responsive gene expression is mediated by various subsets of transcription factors and miRNAs that are determined by the actual oxygen availability&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Hypoxia responsive gene expression is mediated by various subsets of transcription factors and miRNAs that are determined by the actual oxygen availability&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Licausi&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Licausi F%2C Kosmacz M%2C Weits DA%2C Giuntoli B%2C Giorgi FM%2C Voesenek LA%2C Perata P%2C van Dongen JT %282011%29 Oxygen sensing in plants is mediated by an N%2Dend rule pathway for protein destabilization%2E Nature 479%3A 419%2D422&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Licausi F, Kosmacz M, Weits DA, Giuntoli B, Giorgi FM, Voesenek LA, Perata P, van Dongen JT (2011) Oxygen sensing in plants is mediated by an N-end rule pathway for protein destabilization. Nature 479: 419-422
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Licausi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Oxygen sensing in plants is mediated by an N-end rule pathway for protein destabilization&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Oxygen sensing in plants is mediated by an N-end rule pathway for protein destabilization&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Licausi&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Licausi F%2C Ohme%2DTakagi M%2C Perata P %282013%29 APETALA2%2FEthylene Responsive Factor %28AP2%2FERF%29 transcription factors%3A mediators of stress responses and developmental programs%2E New Phytol 199%3A 639%2D649&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Licausi F, Ohme-Takagi M, Perata P (2013) APETALA2/Ethylene Responsive Factor (AP2/ERF) transcription factors: mediators of stress responses and developmental programs. New Phytol 199: 639-649
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Licausi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=APETALA2/Ethylene Responsive Factor (AP2/ERF) transcription factors: mediators of stress responses and developmental programs&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=APETALA2/Ethylene Responsive Factor (AP2/ERF) transcription factors: mediators of stress responses and developmental programs&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Licausi&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Liu S%2C Kracher B%2C Ziegler J%2C Birkenbihl RP%2C Somssich IE %282015%29 Negative regulation of ABA signaling by WRKY33 is critical for Arabidopsis immunity towards Botrytis cinerea 2100%2E Elife 4%3A e07295&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Liu S, Kracher B, Ziegler J, Birkenbihl RP, Somssich IE (2015) Negative regulation of ABA signaling by WRKY33 is critical for Arabidopsis immunity towards Botrytis cinerea 2100. Elife 4: e07295
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Liu&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Negative regulation of ABA signaling by WRKY33 is critical for Arabidopsis immunity towards Botrytis cinerea 2100.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Negative regulation of ABA signaling by WRKY33 is critical for Arabidopsis immunity towards Botrytis cinerea 2100.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Liu&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=López%2DMillán AF%2C Morales F%2C Andaluz S%2C Gogorcena Y%2C Abadía A%2C De Las Rivas J%2C Abadía J %282000%29 Responses of sugar beet roots to iron deficiency%2E Changes in carbon assimilation and oxygen use%2E Plant Physiol%2E 124%3A 885�??898&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=L�pez-Mill�n AF, Morales F, Andaluz S, Gogorcena Y, Abad�a A, De Las Rivas J, Abad�a J (2000) Responses of sugar beet roots to iron deficiency. Changes in carbon assimilation and oxygen use. Plant Physiol. 124: 885?898
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=L�?³pez-Mill�?¡n&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Responses of sugar beet roots to iron deficiency.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Responses of sugar beet roots to iron deficiency.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=L�?³pez-Mill�?¡n&as_ylo=2000&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

Lucena C, Romera FJ, Garcia MJ, Alcantara E, Pérez-Vicente R (2015) Ethylene participates in the regulation of Fe deficiency
responses in Strategy | plants and in rice. Front Plant Sci 6: 1056

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Lumba S, Toh S, Handfield LF, Swan M, Liu R, Youn JY, Cutler SR, SubramaniamR, Provart N, Moses A et al. (2014) Amesoscale
abscisic acid hormone interactome reveals a dynamic signaling landscape in Arabidopsis. Dev Cell 29: 360-372

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Marin-de la Rosa N, Sotillo B, Miskolczi P, Gibbs DJ, Vicente J, Carbonero P, Ofiate-Sanchez L, Holdsworth MJ, Bhalerao R, Alabadi D,
Blazquez MA (2014) Large-scale identification of gibberellin-related transcription factors defines group VI ETHYLENE RESPONSE
FACTORS as functional DELLA partners. Plant Physiol 166: 1022-1032

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Marino SM, Gladyshev VN (2010) Cysteine function governs its conservation and degeneration and restricts its utilization on protein
surfaces. J Mol Biol 404: 902-916

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Martinez-Cuenca MR, Quifiones A, Primo-Millo E, Forner-Giner, MA (2015) Flooding impairs Fe uptake and distribution in Citrus due to
the strong down-regulation of genes involved in Strategy | responses to Fe deficiency in roots. PLoS ONE 10: e0123644

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

McKendree WL, Ferl RJ (1992) Functional elements of the Arabidopsis Adh promoter include the G-box. Plant Mol Biol 19: 859-862

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Meier I, Gruissem W (1994) Novel conserved sequence motifs in plant G-box binding proteins and implications for interactive domains.
Nucleic Acids Res 22: 470-478

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Mendiondo GM, Gibbs DJ, Szurman-Zubrzycka M, Korn A, Marquez J, Szarejko |, Maluszynski M, King J, Axcell B, Smart K, et al. (2016)
Enhanced waterlogging tolerance in barley by manipulation of expression of the N-end rule pathway E3 ligase PROTEOLYSIS6. Plant
Biotechnol J, 14: 40-50

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Meng X, Xu J, He Y, Yang KY, Mordorski B, Liu Y, Zhang S (2013) Phosphorylation of an ERF transcription factor by Arabidopsis
MPKS3/MPKG6 regulates plant defense gene induction and fungal resistance. Plant Cell 25: 1126-1142

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Mira MM, Hill RD, Stasolla C (2016) Phytoglobins improve hypoxic root growth by alleviating apical meristem cell death. Plant Physiol
172: 2044-2056

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Miiller M, Munné-Bosch S (2015) Ethylene Response Factors: A Key Regulatory Hub in Hormone and Stress Signaling. Plant Physiol
169: 32-41

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Mustroph A, Zanetti ME, Jang CJH, Holtan HE, Repetti PP, Galbraith DW, Girke T, Bailey-Serres J (2009) Profiling translatomes of
discrete cell populations resolves altered cellular priorities during hypoxia in Arabidopsis. Proc Natl Acad Sci USA 106: 18843—18848
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Mustroph A Lee SC, Oosumi T, Zanetti ME, Yang H, Ma K, Yaghoubi-Masihi A Fukao T, Bailey-Serres J (2010). Cross-kingdom

comparison of transcriptomic adB:osvt\M'Bgég J?rc')%""s%%%Q@‘Eﬁ?ﬁo‘f&ﬁﬁl‘@é}.‘&%&’@m@p -l p%llg%ﬁ?g%ecific responses. Plant Physiol 152:

Copyright © 2017 American Society of Plant Biologists. All rights reserved.



http://www.ncbi.nlm.nih.gov/pubmed?term=Lucena C%2C Romera FJ%2C Garc�a MJ%2C Alc�ntara E%2C P�rez%2DVicente R %282015%29 Ethylene participates in the regulation of Fe deficiency responses in Strategy I plants and in rice%2E Front Plant Sci 6%3A 1056&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Lucena C, Romera FJ, Garc�a MJ, Alc�ntara E, P�rez-Vicente R (2015) Ethylene participates in the regulation of Fe deficiency responses in Strategy I plants and in rice. Front Plant Sci 6: 1056
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Lucena&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene participates in the regulation of Fe deficiency responses in Strategy I plants and in rice.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene participates in the regulation of Fe deficiency responses in Strategy I plants and in rice.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Lucena&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Lumba S%2C Toh S%2C Handfield LF%2C Swan M%2C Liu R%2C Youn JY%2C Cutler SR%2C Subramaniam R%2C Provart N%2C Moses A%2C et al%2E %282014%29 A mesoscale abscisic acid hormone interactome reveals a dynamic signaling landscape in Arabidopsis%2E Dev Cell 29%3A 360%2D372&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Lumba S, Toh S, Handfield LF, Swan M, Liu R, Youn JY, Cutler SR, Subramaniam R, Provart N, Moses A, et al. (2014) A mesoscale abscisic acid hormone interactome reveals a dynamic signaling landscape in Arabidopsis. Dev Cell 29: 360-372
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Lumba&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=A mesoscale abscisic acid hormone interactome reveals a dynamic signaling landscape in Arabidopsis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=A mesoscale abscisic acid hormone interactome reveals a dynamic signaling landscape in Arabidopsis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Lumba&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Mar�n%2Dde la Rosa N%2C Sotillo B%2C Miskolczi P%2C Gibbs DJ%2C Vicente J%2C Carbonero P%2C O�ate%2DS�nchez L%2C Holdsworth MJ%2C Bhalerao R%2C Alabad� D%2C Bl�zquez MA %282014%29 Large%2Dscale identification of gibberellin%2Drelated transcription factors defines group VII ETHYLENE RESPONSE FACTORS as functional DELLA partners%2E Plant Physiol 166%3A 1022%2D1032&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Mar�n-de la Rosa N, Sotillo B, Miskolczi P, Gibbs DJ, Vicente J, Carbonero P, O�ate-S�nchez L, Holdsworth MJ, Bhalerao R, Alabad� D, Bl�zquez MA (2014) Large-scale identification of gibberellin-related transcription factors defines group VII ETHYLENE RESPONSE FACTORS as functional DELLA partners. Plant Physiol 166: 1022-1032
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Marín-de&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Large-scale identification of gibberellin-related transcription factors defines group VII ETHYLENE RESPONSE FACTORS as functional DELLA partners&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Large-scale identification of gibberellin-related transcription factors defines group VII ETHYLENE RESPONSE FACTORS as functional DELLA partners&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Marín-de&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Marino SM%2C Gladyshev VN %282010%29 Cysteine function governs its conservation and degeneration and restricts its utilization on protein surfaces%2E J Mol Biol 404%3A 902%2D916&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Marino SM, Gladyshev VN (2010) Cysteine function governs its conservation and degeneration and restricts its utilization on protein surfaces. J Mol Biol 404: 902-916
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Marino&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Cysteine function governs its conservation and degeneration and restricts its utilization on protein surfaces&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Cysteine function governs its conservation and degeneration and restricts its utilization on protein surfaces&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Marino&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Mart�nez%2DCuenca MR%2C Qui�ones A%2C Primo%2DMillo E%2C Forner%2DGiner%2C M� %282015%29 Flooding impairs Fe uptake and distribution in Citrus due to the strong down%2Dregulation of genes involved in Strategy I responses to Fe deficiency in roots%2E PLoS ONE 10%3A e0123644&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Mart�nez-Cuenca MR, Qui�ones A, Primo-Millo E, Forner-Giner, M� (2015) Flooding impairs Fe uptake and distribution in Citrus due to the strong down-regulation of genes involved in Strategy I responses to Fe deficiency in roots. PLoS ONE 10: e0123644
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Martínez-Cuenca&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Flooding impairs Fe uptake and distribution in Citrus due to the strong down-regulation of genes involved in Strategy I responses to Fe deficiency in roots.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Flooding impairs Fe uptake and distribution in Citrus due to the strong down-regulation of genes involved in Strategy I responses to Fe deficiency in roots.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Martínez-Cuenca&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=McKendree WL %2C Ferl RJ %281992%29 Functional elements of the Arabidopsis Adh promoter include the G%2Dbox%2E Plant Mol Biol 19%3A 859%2D862&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=McKendree WL , Ferl RJ (1992) Functional elements of the Arabidopsis Adh promoter include the G-box. Plant Mol Biol 19: 859-862
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=McKendree&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Functional elements of the Arabidopsis Adh promoter include the G-box&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Functional elements of the Arabidopsis Adh promoter include the G-box&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=McKendree&as_ylo=1992&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Meier I%2C Gruissem W %281994%29 Novel conserved sequence motifs in plant G%2Dbox binding proteins and implications for interactive domains%2E Nucleic Acids Res 22%3A 470%2D478&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Meier I, Gruissem W (1994) Novel conserved sequence motifs in plant G-box binding proteins and implications for interactive domains. Nucleic Acids Res 22: 470-478
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Meier&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Novel conserved sequence motifs in plant G-box binding proteins and implications for interactive domains&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Novel conserved sequence motifs in plant G-box binding proteins and implications for interactive domains&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Meier&as_ylo=1994&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Mendiondo GM%2C Gibbs DJ%2C Szurman%2DZubrzycka M%2C Korn A%2C Marquez J%2C Szarejko I%2C Maluszynski M%2C King J%2C Axcell B%2C Smart K%2C et al%2E %282016%29 Enhanced waterlogging tolerance in barley by manipulation of expression of the N%2Dend rule pathway E3 ligase PROTEOLYSIS6%2E Plant Biotechnol J%2C 14%3A 40�??50&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Mendiondo GM, Gibbs DJ, Szurman-Zubrzycka M, Korn A, Marquez J, Szarejko I, Maluszynski M, King J, Axcell B, Smart K, et al. (2016) Enhanced waterlogging tolerance in barley by manipulation of expression of the N-end rule pathway E3 ligase PROTEOLYSIS6. Plant Biotechnol J, 14: 40?50
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Mendiondo&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Enhanced waterlogging tolerance in barley by manipulation of expression of the N-end rule pathway E3 ligase PROTEOLYSIS6.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Enhanced waterlogging tolerance in barley by manipulation of expression of the N-end rule pathway E3 ligase PROTEOLYSIS6.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Mendiondo&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Meng X%2C Xu J%2C He Y%2C Yang KY%2C Mordorski B%2C Liu Y%2C Zhang S %282013%29 Phosphorylation of an ERF transcription factor by Arabidopsis MPK3%2FMPK6 regulates plant defense gene induction and fungal resistance%2E Plant Cell 25%3A 1126�??1142&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Meng X, Xu J, He Y, Yang KY, Mordorski B, Liu Y, Zhang S (2013) Phosphorylation of an ERF transcription factor by Arabidopsis MPK3/MPK6 regulates plant defense gene induction and fungal resistance. Plant Cell 25: 1126?1142
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Meng&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Phosphorylation of an ERF transcription factor by Arabidopsis MPK3/MPK6 regulates plant defense gene induction and fungal resistance.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Phosphorylation of an ERF transcription factor by Arabidopsis MPK3/MPK6 regulates plant defense gene induction and fungal resistance.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Meng&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Mira MM%2C Hill RD%2C Stasolla C %282016%29 Phytoglobins improve hypoxic root growth by alleviating apical meristem cell death%2E Plant Physiol 172%3A 2044%2D2056&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Mira MM, Hill RD, Stasolla C (2016) Phytoglobins improve hypoxic root growth by alleviating apical meristem cell death. Plant Physiol 172: 2044-2056
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Mira&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Phytoglobins improve hypoxic root growth by alleviating apical meristem cell death&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Phytoglobins improve hypoxic root growth by alleviating apical meristem cell death&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Mira&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=M�ller M%2C Munn�%2DBosch S %282015%29 Ethylene Response Factors%3A A Key Regulatory Hub in Hormone and Stress Signaling%2E Plant Physiol 169%3A 32%2D41&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=M�ller M, Munn�-Bosch S (2015) Ethylene Response Factors: A Key Regulatory Hub in Hormone and Stress Signaling. Plant Physiol 169: 32-41
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Müller&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene Response Factors: A Key Regulatory Hub in Hormone and Stress Signaling&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene Response Factors: A Key Regulatory Hub in Hormone and Stress Signaling&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Müller&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Mustroph A%2C Zanetti ME%2C Jang CJH%2C Holtan HE%2C Repetti PP%2C Galbraith DW%2C Girke T%2C Bailey%2DSerres J %282009%29 Profiling translatomes of discrete cell populations resolves altered cellular priorities during hypoxia in Arabidopsis%2E Proc Natl Acad Sci USA 106%3A 18843�??18848&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Mustroph A, Zanetti ME, Jang CJH, Holtan HE, Repetti PP, Galbraith DW, Girke T, Bailey-Serres J (2009) Profiling translatomes of discrete cell populations resolves altered cellular priorities during hypoxia in Arabidopsis. Proc Natl Acad Sci USA 106: 18843?18848
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Mustroph&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Profiling translatomes of discrete cell populations resolves altered cellular priorities during hypoxia in Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Profiling translatomes of discrete cell populations resolves altered cellular priorities during hypoxia in Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Mustroph&as_ylo=2009&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

1484-1500
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Nakano T, Suzuki K, Fujimura T, Shinshi H (2006) Genome-wide analysis of the ERF gene family in Arabidopsis and rice. Plant Physiol
140: 411-432

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Ogawa T, Pan L, Kawai-Yamada M, Yu LH, Yamamura S, Koyama T, Kitajima S, Ohme-Takagi M, Sato F, Uchimiya H (2005) Functional
analysis of Arabidopsis ethylene-responsive element binding protein conferring resistance to Bax and abiotic stress-induced plant cell
death. Plant Physiol 138: 1436-1445

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Ohme-Takagi M, Shinshi H (1995) Ethylene-inducible DNA binding proteins that interact with an ethylene-responsive element. Plant
Cell 7: 173-182

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Olive MR, Walker JC, Singh K, Dennis ES, Peacock WJ (1990) Functional properties of the anaerobic responsive element of the maize
Adh1 gene. Plant Mol Biol 15: 593-604

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Ou B, Yin KQ, Liu SN, Yang Y, Gu T, Wing Hui JM, Zhang L, Miao J, Kondou Y, Matsui M, et al. (2011) A high-throughput screening
system for Arabidopsis transcription factors and its application to Med25-de pendent transcriptional regulation. Mol Plant 4: 546-555
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Papdi C, Pérez-Salamd |, Joseph MP, Giuntoli B, Bégre L, Koncz C, Szabados L (2015) The low oxygen, oxidative and osmotic stress
responses synergistically act through the ethylene response factor VIl genes RAP2.12, RAP2.2 and RAP2.3. Plant J 82: 772-784
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Paradiso A Caretto S, Leone A Bove A Nisi R, De Gara L (2016) ROS production and scavenging under anoxia and re-oxygenation in
Arabidopsis cells: a balance between redox signaling and impairment. Front Plant Sci 7: 1803

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Park HY, Seok HY, Woo DH, Lee SY, Tarte VN, Lee EH, Lee CH, Moon YH (2011) AERF71/HRE2 transcription factor mediates osmotic
stress response as well as hypoxia response in Arabidopsis. Biochem Biophys Res Commun 414: 135-141

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Peng R, Bian Z Zhou L, Cheng W, Hai N, Yang C, Yang T, Wang X, Wang C (2016) Hydrogen sulfide enhances nitric oxide-induced
tolerance of hypoxia in maize (Zea mays L.). Plant Cell Rep 35: 2325-2340

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Perazzolli M, Dominici P, Romero-Puertas MC, Zago E, Zeier J, Sonoda M, Lamb C, Delledonne M (2004) Arabidopsis nonsymbiotic
hemoglobin AHb1 modulates nitric oxide bioactivity. Plant Cell 16: 2785-2794

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Piatkov KI, Brower CS, Varshavsky A (2012) The N-end rule pathway counteracts cell death by destroying proapoptotic protein
fragments. Proc Natl Acad Sci USA 109: E1839-1847

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Polevoda B, Sherman F (2003) N-terminal acetyltransferases and sequence requirements for N-terminal acetylation of eukaryotic
proteins. J Mol Biol 325: 595-622

Pubmed: Author and Title Downloaded from on January 22, 2018 - Published by www.plantphysiol.org

Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.ncbi.nlm.nih.gov/pubmed?term=Mustroph A%2C Lee SC%2C Oosumi T%2C Zanetti ME%2C Yang H%2C Ma K%2C Yaghoubi%2DMasihi A%2C Fukao T%2C Bailey%2DSerres J %282010%29%2E Cross%2Dkingdom comparison of transcriptomic adjustments to low%2Doxygen stress highlights conserved and plant%2Dspecific responses%2E Plant Physiol 152%3A 1484�??1500&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Mustroph A, Lee SC, Oosumi T, Zanetti ME, Yang H, Ma K, Yaghoubi-Masihi A, Fukao T, Bailey-Serres J (2010). Cross-kingdom comparison of transcriptomic adjustments to low-oxygen stress highlights conserved and plant-specific responses. Plant Physiol 152: 1484?1500
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Mustroph&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Cross-kingdom comparison of transcriptomic adjustments to low-oxygen stress highlights conserved and plant-specific responses.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Cross-kingdom comparison of transcriptomic adjustments to low-oxygen stress highlights conserved and plant-specific responses.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Mustroph&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Nakano T%2C Suzuki K%2C Fujimura T%2C Shinshi H %282006%29 Genome%2Dwide analysis of the ERF gene family in Arabidopsis and rice%2E Plant Physiol 140%3A 411%2D432&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Nakano T, Suzuki K, Fujimura T, Shinshi H (2006) Genome-wide analysis of the ERF gene family in Arabidopsis and rice. Plant Physiol 140: 411-432
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Nakano&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Genome-wide analysis of the ERF gene family in Arabidopsis and rice&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Genome-wide analysis of the ERF gene family in Arabidopsis and rice&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Nakano&as_ylo=2006&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Ogawa T%2C Pan L%2C Kawai%2DYamada M%2C Yu LH%2C Yamamura S%2C Koyama T%2C Kitajima S%2C Ohme%2DTakagi M%2C Sato F%2C Uchimiya H %282005%29 Functional analysis of Arabidopsis ethylene%2Dresponsive element binding protein conferring resistance to Bax and abiotic stress%2Dinduced plant cell death%2E Plant Physiol 138%3A 1436�??1445&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Ogawa T, Pan L, Kawai-Yamada M, Yu LH, Yamamura S, Koyama T, Kitajima S, Ohme-Takagi M, Sato F, Uchimiya H (2005) Functional analysis of Arabidopsis ethylene-responsive element binding protein conferring resistance to Bax and abiotic stress-induced plant cell death. Plant Physiol 138: 1436?1445
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Ogawa&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Functional analysis of Arabidopsis ethylene-responsive element binding protein conferring resistance to Bax and abiotic stress-induced plant cell death.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Functional analysis of Arabidopsis ethylene-responsive element binding protein conferring resistance to Bax and abiotic stress-induced plant cell death.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Ogawa&as_ylo=2005&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Ohme%2DTakagi M%2C Shinshi H %281995%29 Ethylene%2Dinducible DNA binding proteins that interact with an ethylene%2Dresponsive element%2E Plant Cell 7%3A 173%2D182&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Ohme-Takagi M, Shinshi H (1995) Ethylene-inducible DNA binding proteins that interact with an ethylene-responsive element. Plant Cell 7: 173-182
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Ohme-Takagi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene-inducible DNA binding proteins that interact with an ethylene-responsive element&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ethylene-inducible DNA binding proteins that interact with an ethylene-responsive element&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Ohme-Takagi&as_ylo=1995&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Olive MR%2C Walker JC%2C Singh K%2C Dennis ES%2C Peacock WJ %281990%29 Functional properties of the anaerobic responsive element of the maize Adh1 gene%2E Plant Mol Biol 15%3A 593%2D604&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Olive MR, Walker JC, Singh K, Dennis ES, Peacock WJ (1990) Functional properties of the anaerobic responsive element of the maize Adh1 gene. Plant Mol Biol 15: 593-604
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Olive&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Functional properties of the anaerobic responsive element of the maize Adh1 gene&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Functional properties of the anaerobic responsive element of the maize Adh1 gene&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Olive&as_ylo=1990&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Ou B%2C Yin KQ%2C Liu SN%2C Yang Y%2C Gu T%2C Wing Hui JM%2C Zhang L%2C Miao J%2C Kondou Y%2C Matsui M%2C et al%2E %282011%29 A high%2Dthroughput screening system for Arabidopsis transcription factors and its application to Med25%2Ddependent transcriptional regulation%2E Mol Plant 4%3A 546%2D555&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Ou B, Yin KQ, Liu SN, Yang Y, Gu T, Wing Hui JM, Zhang L, Miao J, Kondou Y, Matsui M, et al. (2011) A high-throughput screening system for Arabidopsis transcription factors and its application to Med25-dependent transcriptional regulation. Mol Plant 4: 546-555
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Ou&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=A high-throughput screening system for Arabidopsis transcription factors and its application to Med25-dependent transcriptional regulation&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=A high-throughput screening system for Arabidopsis transcription factors and its application to Med25-dependent transcriptional regulation&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Ou&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Papdi C%2C P�rez%2DSalam� I%2C Joseph MP%2C Giuntoli B%2C B�gre L%2C Koncz C%2C Szabados L %282015%29 The low oxygen%2C oxidative and osmotic stress responses synergistically act through the ethylene response factor VII genes RAP2%2E12%2C RAP2%2E2 and RAP2%2E3%2E Plant J 82%3A 772%2D784&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Papdi C, P�rez-Salam� I, Joseph MP, Giuntoli B, B�gre L, Koncz C, Szabados L (2015) The low oxygen, oxidative and osmotic stress responses synergistically act through the ethylene response factor VII genes RAP2.12, RAP2.2 and RAP2.3. Plant J 82: 772-784
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Papdi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The low oxygen, oxidative and osmotic stress responses synergistically act through the ethylene response factor VII genes RAP2&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The low oxygen, oxidative and osmotic stress responses synergistically act through the ethylene response factor VII genes RAP2&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Papdi&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Paradiso A%2C Caretto S%2C Leone A%2C Bove A%2C Nisi R%2C De Gara L %282016%29 ROS production and scavenging under anoxia and re%2Doxygenation in Arabidopsis cells%3A a balance between redox signaling and impairment%2E Front Plant Sci 7%3A 1803&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Paradiso A, Caretto S, Leone A, Bove A, Nisi R, De Gara L (2016) ROS production and scavenging under anoxia and re-oxygenation in Arabidopsis cells: a balance between redox signaling and impairment. Front Plant Sci 7: 1803
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Paradiso&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=ROS production and scavenging under anoxia and re-oxygenation in Arabidopsis cells: a balance between redox signaling and impairment.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=ROS production and scavenging under anoxia and re-oxygenation in Arabidopsis cells: a balance between redox signaling and impairment.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Paradiso&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Park HY%2C Seok HY%2C Woo DH%2C Lee SY%2C Tarte VN%2C Lee EH%2C Lee CH%2C Moon YH %282011%29 AtERF71%2FHRE2 transcription factor mediates osmotic stress response as well as hypoxia response in Arabidopsis%2E Biochem Biophys Res Commun 414%3A 135%2D141&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Park HY, Seok HY, Woo DH, Lee SY, Tarte VN, Lee EH, Lee CH, Moon YH (2011) AtERF71/HRE2 transcription factor mediates osmotic stress response as well as hypoxia response in Arabidopsis. Biochem Biophys Res Commun 414: 135-141
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Park&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=AtERF71/HRE2 transcription factor mediates osmotic stress response as well as hypoxia response in Arabidopsis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=AtERF71/HRE2 transcription factor mediates osmotic stress response as well as hypoxia response in Arabidopsis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Park&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Peng R%2C Bian Z%2C Zhou L%2C Cheng W%2C Hai N%2C Yang C%2C Yang T%2C Wang X%2C Wang C %282016%29 Hydrogen sulfide enhances nitric oxide%2Dinduced tolerance of hypoxia in maize %28Zea mays L%2E%29%2E Plant Cell Rep 35%3A 2325%2D2340&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Peng R, Bian Z, Zhou L, Cheng W, Hai N, Yang C, Yang T, Wang X, Wang C (2016) Hydrogen sulfide enhances nitric oxide-induced tolerance of hypoxia in maize (Zea mays L.). Plant Cell Rep 35: 2325-2340
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Peng&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Hydrogen sulfide enhances nitric oxide-induced tolerance of hypoxia in maize (Zea mays L&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Hydrogen sulfide enhances nitric oxide-induced tolerance of hypoxia in maize (Zea mays L&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Peng&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Perazzolli M%2C Dominici P%2C Romero%2DPuertas MC%2C Zago E%2C Zeier J%2C Sonoda M%2C Lamb C%2C Delledonne M %282004%29 Arabidopsis nonsymbiotic hemoglobin AHb1 modulates nitric oxide bioactivity%2E Plant Cell 16%3A 2785%2D2794&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Perazzolli M, Dominici P, Romero-Puertas MC, Zago E, Zeier J, Sonoda M, Lamb C, Delledonne M (2004) Arabidopsis nonsymbiotic hemoglobin AHb1 modulates nitric oxide bioactivity. Plant Cell 16: 2785-2794
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Perazzolli&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis nonsymbiotic hemoglobin AHb1 modulates nitric oxide bioactivity&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis nonsymbiotic hemoglobin AHb1 modulates nitric oxide bioactivity&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Perazzolli&as_ylo=2004&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Piatkov KI%2C Brower CS%2C Varshavsky A %282012%29 The N%2Dend rule pathway counteracts cell death by destroying proapoptotic protein fragments%2E Proc Natl Acad Sci USA 109%3A E1839%2D1847&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Piatkov KI, Brower CS, Varshavsky A (2012) The N-end rule pathway counteracts cell death by destroying proapoptotic protein fragments. Proc Natl Acad Sci USA 109: E1839-1847
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Piatkov&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway counteracts cell death by destroying proapoptotic protein fragments&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway counteracts cell death by destroying proapoptotic protein fragments&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Piatkov&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Polevoda B%2C Sherman F %282003%29 N%2Dterminal acetyltransferases and sequence requirements for N%2Dterminal acetylation of eukaryotic proteins%2E J Mol Biol 325%3A 595%2D622&dopt=abstract
http://www.plantphysiol.org

CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Poole LB (2015) The basics of thiols and cysteines in redox biology and chemistry. Free Radic Biol Med 80: 148-157.
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Pucciariello C, Perata P (2017) New insights into reactive oxygen species and nitric oxide signalling under low oxygen in plants. Plant
Cell Environ 40: 473-482.

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Qi H, Xia FN, Xie LJ, Yu LJ, Chen QF, Zhuang XH, Wang Q, Li F, Jiang L, Xie Q, Xiao S (2017) TRAF family proteins regulate autophagy
dynamics by modulating AUTOPHAGY PROTEING stability in Arabidopsis. Plant Cell 29: 890-911

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Reddie KG, Carrol KS (2008) Expanding the functional diversity of proteins through cysteine oxidation. Curr Opin Chem Biol 12: 746—
754

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Rivera-Contreras IK, Zamora-Hernandez T, Huerta-Heredia AA, Capataz-Tafur J, Barrera-Figueroa BE, Juntawong P, Pefia-Castro JM
(2016) Transcriptomic analysis of submergence-tolerant and sensitive Brachypodium distachyon ecotypes reveals oxidative stress as
a major tolerance factor. Sci Rep 6: 27686

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Rombauts S, Florquin K, Lescot M, Marchal K, Rouzé P, van de Peer Y (2003) Computational approaches to identify promoters and cis-
regulatory elements in plant genomes. Plant Physiol 132: 1162-1176

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Salahudeen AA, Bruick RK (2009) Maintaining mammalian iron and oxygen homeostasis: sensors, regulation, and cross-talk. Ann N Y
Acad Sci 177: 30-38

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Samanta S, Thakur JK (2015) Importance of Mediator complex in the regulation and integration of diverse signaling pathways in plants.
Front Plant Sci 6: 757

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Schieber M, Chandel NS (2014) ROS function in redox signaling and oxidative stress. Curr Biol 24: R453-R462.

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Schmidt R, Schippers JH (2015) ROS-mediated redox signaling during cell differentiation in plants. Biochim Biophys Acta 1850: 1497-
1508.

Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Siegert I, Schédel J, Nairz M, Schatz V, Dettmer K, Dick C, Kalucka J, Franke K, Ehrenschwender M, Schley G, et al. (2015) Ferritin-
mediated iron sequestration stabilizes Hypoxia-Inducible Factor-1a upon LPS activation in the presence of ample oxygen. Cell Rep 13:
2048-2055

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Srinivasa SP, Bernstein LS, Blumer KJ, Linder ME (1998) Plasma membrane localization is required for RGS4 function in
Saccharomyces cerevisiae. Proc Natl Acad Sci U S A95: 5584-5589

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Steffens B, Steffen-Heins A SaubewMo2048 rmmmwygﬁn%ﬁ@cié’swuﬁ growthiantehdeathrin submerged plants. Front Plant Sci
A Copyright ©£017 American Society of Plant Biologf%ts. All rights reas’grved.m gedp



http://search.crossref.org/?page=1&rows=2&q=Polevoda B, Sherman F (2003) N-terminal acetyltransferases and sequence requirements for N-terminal acetylation of eukaryotic proteins. J Mol Biol 325: 595-622
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Polevoda&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=N-terminal acetyltransferases and sequence requirements for N-terminal acetylation of eukaryotic proteins&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=N-terminal acetyltransferases and sequence requirements for N-terminal acetylation of eukaryotic proteins&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Polevoda&as_ylo=2003&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Poole LB %282015%29 The basics of thiols and cysteines in redox biology and chemistry%2E Free Radic Biol Med 80%3A 148%2D157%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Poole LB (2015) The basics of thiols and cysteines in redox biology and chemistry. Free Radic Biol Med 80: 148-157.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Poole&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The basics of thiols and cysteines in redox biology and chemistry&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The basics of thiols and cysteines in redox biology and chemistry&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Poole&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Pucciariello C%2C Perata P %282017%29 New insights into reactive oxygen species and nitric oxide signalling under low oxygen in plants%2E Plant Cell Environ 40%3A 473%2D482%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Pucciariello C, Perata P (2017) New insights into reactive oxygen species and nitric oxide signalling under low oxygen in plants. Plant Cell Environ 40: 473-482.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Pucciariello&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=New insights into reactive oxygen species and nitric oxide signalling under low oxygen in plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=New insights into reactive oxygen species and nitric oxide signalling under low oxygen in plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Pucciariello&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Qi H%2C Xia FN%2C Xie LJ%2C Yu LJ%2C Chen QF%2C Zhuang XH%2C Wang Q%2C Li F%2C Jiang L%2C Xie Q%2C Xiao S %282017%29 TRAF family proteins regulate autophagy dynamics by modulating AUTOPHAGY PROTEIN6 stability in Arabidopsis%2E Plant Cell 29%3A 890%2D911&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Qi H, Xia FN, Xie LJ, Yu LJ, Chen QF, Zhuang XH, Wang Q, Li F, Jiang L, Xie Q, Xiao S (2017) TRAF family proteins regulate autophagy dynamics by modulating AUTOPHAGY PROTEIN6 stability in Arabidopsis. Plant Cell 29: 890-911
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Qi&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=TRAF family proteins regulate autophagy dynamics by modulating AUTOPHAGY PROTEIN6 stability in Arabidopsis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=TRAF family proteins regulate autophagy dynamics by modulating AUTOPHAGY PROTEIN6 stability in Arabidopsis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Qi&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Reddie KG%2C Carrol KS %282008%29 Expanding the functional diversity of proteins through cysteine oxidation%2E Curr Opin Chem Biol 12%3A 746�??754&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Reddie KG, Carrol KS (2008) Expanding the functional diversity of proteins through cysteine oxidation. Curr Opin Chem Biol 12: 746?754
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Reddie&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Expanding the functional diversity of proteins through cysteine oxidation.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Expanding the functional diversity of proteins through cysteine oxidation.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Reddie&as_ylo=2008&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Rivera%2DContreras IK%2C Zamora%2DHern�ndez T%2C Huerta%2DHeredia AA%2C Capataz%2DTafur J%2C Barrera%2DFigueroa BE%2C Juntawong P%2C Pe�a%2DCastro JM %282016%29 Transcriptomic analysis of submergence%2Dtolerant and sensitive Brachypodium distachyon ecotypes reveals oxidative stress as a major tolerance factor%2E Sci Rep 6%3A 27686&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Rivera-Contreras IK, Zamora-Hern�ndez T, Huerta-Heredia AA, Capataz-Tafur J, Barrera-Figueroa BE, Juntawong P, Pe�a-Castro JM (2016) Transcriptomic analysis of submergence-tolerant and sensitive Brachypodium distachyon ecotypes reveals oxidative stress as a major tolerance factor. Sci Rep 6: 27686
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Rivera-Contreras&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Transcriptomic analysis of submergence-tolerant and sensitive Brachypodium distachyon ecotypes reveals oxidative stress as a major tolerance factor.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Transcriptomic analysis of submergence-tolerant and sensitive Brachypodium distachyon ecotypes reveals oxidative stress as a major tolerance factor.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Rivera-Contreras&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Rombauts S%2C Florquin K%2C Lescot M%2C Marchal K%2C Rouz� P%2C van de Peer Y %282003%29 Computational approaches to identify promoters and cis%2Dregulatory elements in plant genomes%2E Plant Physiol 132%3A 1162%2D1176&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Rombauts S, Florquin K, Lescot M, Marchal K, Rouz� P, van de Peer Y (2003) Computational approaches to identify promoters and cis-regulatory elements in plant genomes. Plant Physiol 132: 1162-1176
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Rombauts&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Computational approaches to identify promoters and cis-regulatory elements in plant genomes&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Computational approaches to identify promoters and cis-regulatory elements in plant genomes&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Rombauts&as_ylo=2003&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Salahudeen AA%2C Bruick RK %282009%29 Maintaining mammalian iron and oxygen homeostasis%3A sensors%2C regulation%2C and cross%2Dtalk%2E Ann N Y Acad Sci 177%3A 30%2D38&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Salahudeen AA, Bruick RK (2009) Maintaining mammalian iron and oxygen homeostasis: sensors, regulation, and cross-talk. Ann N Y Acad Sci 177: 30-38
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Salahudeen&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Maintaining mammalian iron and oxygen homeostasis: sensors, regulation, and cross-talk&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Maintaining mammalian iron and oxygen homeostasis: sensors, regulation, and cross-talk&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Salahudeen&as_ylo=2009&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Samanta S%2C Thakur JK %282015%29 Importance of Mediator complex in the regulation and integration of diverse signaling pathways in plants%2E Front Plant Sci 6%3A 757&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Samanta S, Thakur JK (2015) Importance of Mediator complex in the regulation and integration of diverse signaling pathways in plants. Front Plant Sci 6: 757
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Samanta&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Importance of Mediator complex in the regulation and integration of diverse signaling pathways in plants.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Importance of Mediator complex in the regulation and integration of diverse signaling pathways in plants.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Samanta&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Schieber M%2C Chandel NS %282014%29 ROS function in redox signaling and oxidative stress%2E Curr Biol 24%3A R453�??R462%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Schieber M, Chandel NS (2014) ROS function in redox signaling and oxidative stress. Curr Biol 24: R453?R462.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Schieber&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=ROS function in redox signaling and oxidative stress&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=ROS function in redox signaling and oxidative stress&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Schieber&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Schmidt R%2C Schippers JH %282015%29 ROS%2Dmediated redox signaling during cell differentiation in plants%2E Biochim Biophys Acta 1850%3A 1497%2D1508%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Schmidt R, Schippers JH (2015) ROS-mediated redox signaling during cell differentiation in plants. Biochim Biophys Acta 1850: 1497-1508.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Schmidt&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=ROS-mediated redox signaling during cell differentiation in plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=ROS-mediated redox signaling during cell differentiation in plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Schmidt&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Siegert I%2C Schödel J%2C Nairz M%2C Schatz V%2C Dettmer K%2C Dick C%2C Kalucka J%2C Franke K%2C Ehrenschwender M%2C Schley G%2C et al%2E %282015%29 Ferritin%2Dmediated iron sequestration stabilizes Hypoxia%2DInducible Factor%2D1α upon LPS activation in the presence of ample oxygen%2E Cell Rep 13%3A 2048%2D2055&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Siegert I, Sch�del J, Nairz M, Schatz V, Dettmer K, Dick C, Kalucka J, Franke K, Ehrenschwender M, Schley G, et al. (2015) Ferritin-mediated iron sequestration stabilizes Hypoxia-Inducible Factor-1? upon LPS activation in the presence of ample oxygen. Cell Rep 13: 2048-2055
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Siegert&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Ferritin-mediated iron sequestration stabilizes Hypoxia-Inducible Factor-1�?± upon LPS activation in the presence of ample oxygen&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Ferritin-mediated iron sequestration stabilizes Hypoxia-Inducible Factor-1�?± upon LPS activation in the presence of ample oxygen&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Siegert&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Srinivasa SP%2C Bernstein LS%2C Blumer KJ%2C Linder ME %281998%29 Plasma membrane localization is required for RGS4 function in Saccharomyces cerevisiae%2E Proc Natl Acad Sci U S A 95%3A 5584%2D5589&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Srinivasa SP, Bernstein LS, Blumer KJ, Linder ME (1998) Plasma membrane localization is required for RGS4 function in Saccharomyces cerevisiae. Proc Natl Acad Sci U S A 95: 5584-5589
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Srinivasa&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Plasma membrane localization is required for RGS4 function in Saccharomyces cerevisiae&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Plasma membrane localization is required for RGS4 function in Saccharomyces cerevisiae&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Srinivasa&as_ylo=1998&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

4:179
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Tang W, Charles TM, Newton RJ (2005) Overexpression of the pepper transcription factor CaPF1 in transgenic Virginia pine (Pinus
Virginiana Mill.) confers multiple stress tolerance and enhances organ growth. Plant Mol Biol 59: 603-617

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Tasaki T, Sriram SM, Park KS, Kwon YT (2012) The N-end rule pathway. Annu Rev Biochem 81: 261-289
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

TuY, Popov S, Slaughter C, Ross EM (1999) Palmitoylation of a conserved cysteine in the regulator of G protein signaling (RGS)
domain modulates the GTPase-activating activity of RGS4 and RGS10. J Biol Chem 274: 38260-38267

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

van Veen H, Mustroph A Barding GA, Vergeer-van Eijk M, Welschen-Evertman RA Pedersen O, Visser EJ, Larive CK, Pierik R, Bailey-
Serres J, et al. (2013) Two Rumex species from contrasting hydrological niches regulate flooding tolerance through distinct
mechanisms. Plant Cell 25: 46914707

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

van Veen H, Akman M, Jamar DC, Vreugdenhil D, Kooiker M, van Tienderen P, Voesenek LA, Schranz ME, Sasidharan R (2014) Group
VIl ethylene response factor diversification and regulation in four species fromflood-prone environments. Plant Cell Environ 37: 2421-
2432

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Varshavsky A (2011) The N-end rule pathway and regulation by proteolysis. Protein Sci 20: 1298-1345
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Vigani G (2012) Does a similar metabolic reprogramming occur in Fe-deficient plant cells and animal tumor cells?. Front Plant Sci 3: 47
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Vigani G, Morandini P, Murgia | (2013) Searching iron sensors in plants by exploring the link among 2'-OG-dependent dioxygenases,
the iron deficiency response and metabolic adjustments occurring under iron deficiency. Front Plant Sci 4: 169.

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Vicente J, Mendiondo GM, Movahedi M, Peirats-Llobet M, Juan YT, Shen YY, Dambire C, Smart K, Rodriguez PL, Charng YY, et al
(2017) The Cys-Arg/N-end rule pathway is a general sensor of abiotic stress in flowering plants. Curr Biol 27: 3183-3190

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Weits DA, Giuntoli B, Kosmacz M, Parlanti S, Hubberten HM, Riegler H, Hoefgen R, Perata P, van Dongen JT, Licausi F (2014) Plant
cysteine oxidases control the oxygen-dependent branch of the N-end-rule pathway. Nat Commun 5: 3425

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Welsch R, Maass D, Voegel T, Dellapenna D, Beyer P (2007) Transcription factor RAP2.2 and its interacting partner SINAT2: stable
elements in the carotenogenesis of Arabidopsis leaves. Plant Physiol 145: 1073-1085

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

White MD, Flashman E (2016) Catalytic strategies of the non-heme iron dependent oxygenases and their roles in plant biology. Curr
Opin Chem Biol 31: 126-135

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title OnIES Author and Title
ownloaded from on January 22, 2018 - Published by www.plantphysiol.org

Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.ncbi.nlm.nih.gov/pubmed?term=Steffens B%2C Steffen%2DHeins A%2C Sauter M %282013%29 Reactive oxygen species mediate growth and death in submerged plants%2E Front Plant Sci 4%3A 179&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Steffens B, Steffen-Heins A, Sauter M (2013) Reactive oxygen species mediate growth and death in submerged plants. Front Plant Sci 4: 179
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Steffens&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Reactive oxygen species mediate growth and death in submerged plants.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Reactive oxygen species mediate growth and death in submerged plants.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Steffens&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Tang W%2C Charles TM%2C Newton RJ %282005%29 Overexpression of the pepper transcription factor CaPF1 in transgenic Virginia pine %28Pinus Virginiana Mill%2E%29 confers multiple stress tolerance and enhances organ growth%2E Plant Mol Biol 59%3A 603�??617&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Tang W, Charles TM, Newton RJ (2005) Overexpression of the pepper transcription factor CaPF1 in transgenic Virginia pine (Pinus Virginiana Mill.) confers multiple stress tolerance and enhances organ growth. Plant Mol Biol 59: 603?617
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Tang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Overexpression of the pepper transcription factor CaPF1 in transgenic Virginia pine (Pinus Virginiana Mill.) confers multiple stress tolerance and enhances organ growth.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Overexpression of the pepper transcription factor CaPF1 in transgenic Virginia pine (Pinus Virginiana Mill.) confers multiple stress tolerance and enhances organ growth.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Tang&as_ylo=2005&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Tasaki T%2C Sriram SM%2C Park KS%2C Kwon YT %282012%29 The N%2Dend rule pathway%2E Annu Rev Biochem 81%3A 261%2D289&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Tasaki T, Sriram SM, Park KS, Kwon YT (2012) The N-end rule pathway. Annu Rev Biochem 81: 261-289
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Tasaki&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Tasaki&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Tu Y%2C Popov S%2C Slaughter C%2C Ross EM %281999%29 Palmitoylation of a conserved cysteine in the regulator of G protein signaling %28RGS%29 domain modulates the GTPase%2Dactivating activity of RGS4 and RGS10%2E J Biol Chem 274%3A 38260%2D38267&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Tu Y, Popov S, Slaughter C, Ross EM (1999) Palmitoylation of a conserved cysteine in the regulator of G protein signaling (RGS) domain modulates the GTPase-activating activity of RGS4 and RGS10. J Biol Chem 274: 38260-38267
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Tu&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Palmitoylation of a conserved cysteine in the regulator of G protein signaling (RGS) domain modulates the GTPase-activating activity of RGS4 and RGS10&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Palmitoylation of a conserved cysteine in the regulator of G protein signaling (RGS) domain modulates the GTPase-activating activity of RGS4 and RGS10&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Tu&as_ylo=1999&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=van Veen H%2C Mustroph A%2C Barding GA%2C Vergeer%2Dvan Eijk M%2C Welschen%2DEvertman RA%2C Pedersen O%2C Visser EJ%2C Larive CK%2C Pierik R%2C Bailey%2DSerres J%2C et al%2E %282013%29 Two Rumex species from contrasting hydrological niches regulate flooding tolerance through distinct mechanisms%2E Plant Cell 25%3A 4691�??4707&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=van Veen H, Mustroph A, Barding GA, Vergeer-van Eijk M, Welschen-Evertman RA, Pedersen O, Visser EJ, Larive CK, Pierik R, Bailey-Serres J, et al. (2013) Two Rumex species from contrasting hydrological niches regulate flooding tolerance through distinct mechanisms. Plant Cell 25: 4691?4707
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=van&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Two Rumex species from contrasting hydrological niches regulate flooding tolerance through distinct mechanisms.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Two Rumex species from contrasting hydrological niches regulate flooding tolerance through distinct mechanisms.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=van&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=van Veen H%2C Akman M%2C Jamar DC%2C Vreugdenhil D%2C Kooiker M%2C van Tienderen P%2C Voesenek LA%2C Schranz ME%2C Sasidharan R %282014%29 Group VII ethylene response factor diversification and regulation in four species from flood%2Dprone environments%2E Plant Cell Environ 37%3A 2421%2D2432&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=van Veen H, Akman M, Jamar DC, Vreugdenhil D, Kooiker M, van Tienderen P, Voesenek LA, Schranz ME, Sasidharan R (2014) Group VII ethylene response factor diversification and regulation in four species from flood-prone environments. Plant Cell Environ 37: 2421-2432
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=van&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Group VII ethylene response factor diversification and regulation in four species from flood-prone environments&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Group VII ethylene response factor diversification and regulation in four species from flood-prone environments&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=van&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Varshavsky A %282011%29 The N%2Dend rule pathway and regulation by proteolysis%2E Protein Sci 20%3A 1298%2D1345&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Varshavsky A (2011) The N-end rule pathway and regulation by proteolysis. Protein Sci 20: 1298-1345
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Varshavsky&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway and regulation by proteolysis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The N-end rule pathway and regulation by proteolysis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Varshavsky&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Vigani G %282012%29 Does a similar metabolic reprogramming occur in Fe%2Ddeficient plant cells and animal tumor cells%3F%2E Front Plant Sci 3%3A 47&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Vigani G (2012) Does a similar metabolic reprogramming occur in Fe-deficient plant cells and animal tumor cells?. Front Plant Sci 3: 47
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Vigani&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Does a similar metabolic reprogramming occur in Fe-deficient plant cells and animal tumor cells?.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Does a similar metabolic reprogramming occur in Fe-deficient plant cells and animal tumor cells?.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Vigani&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Vigani G%2C Morandini P%2C Murgia I %282013%29 Searching iron sensors in plants by exploring the link among 2�?�%2DOG%2Ddependent dioxygenases%2C the iron deficiency response and metabolic adjustments occurring under iron deficiency%2E Front Plant Sci 4%3A 169%2E&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Vigani G, Morandini P, Murgia I (2013) Searching iron sensors in plants by exploring the link among 2?-OG-dependent dioxygenases, the iron deficiency response and metabolic adjustments occurring under iron deficiency. Front Plant Sci 4: 169.
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Vigani&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Searching iron sensors in plants by exploring the link among 2â�?²-OG-dependent dioxygenases, the iron deficiency response and metabolic adjustments occurring under iron deficiency&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Searching iron sensors in plants by exploring the link among 2â�?²-OG-dependent dioxygenases, the iron deficiency response and metabolic adjustments occurring under iron deficiency&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Vigani&as_ylo=2013&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Vicente J%2C Mendiondo GM%2C Movahedi M%2C Peirats%2DLlobet M%2C Juan YT%2C Shen YY%2C Dambire C%2C Smart K%2C Rodriguez PL%2C Charng YY%2C et al %282017%29 The Cys%2DArg%2FN%2Dend rule pathway is a general sensor of abiotic stress in flowering plants%2E Curr Biol 27%3A 3183%2D3190&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Vicente J, Mendiondo GM, Movahedi M, Peirats-Llobet M, Juan YT, Shen YY, Dambire C, Smart K, Rodriguez PL, Charng YY, et al (2017) The Cys-Arg/N-end rule pathway is a general sensor of abiotic stress in flowering plants. Curr Biol 27: 3183-3190
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Vicente&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The Cys-Arg/N-end rule pathway is a general sensor of abiotic stress in flowering plants&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The Cys-Arg/N-end rule pathway is a general sensor of abiotic stress in flowering plants&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Vicente&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Weits DA%2C Giuntoli B%2C Kosmacz M%2C Parlanti S%2C Hubberten HM%2C Riegler H%2C Hoefgen R%2C Perata P%2C van Dongen JT%2C Licausi F %282014%29 Plant cysteine oxidases control the oxygen%2Ddependent branch of the N%2Dend%2Drule pathway%2E Nat Commun 5%3A 3425&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Weits DA, Giuntoli B, Kosmacz M, Parlanti S, Hubberten HM, Riegler H, Hoefgen R, Perata P, van Dongen JT, Licausi F (2014) Plant cysteine oxidases control the oxygen-dependent branch of the N-end-rule pathway. Nat Commun 5: 3425
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Weits&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Plant cysteine oxidases control the oxygen-dependent branch of the N-end-rule pathway.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Plant cysteine oxidases control the oxygen-dependent branch of the N-end-rule pathway.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Weits&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Welsch R%2C Maass D%2C Voegel T%2C Dellapenna D%2C Beyer P %282007%29 Transcription factor RAP2%2E2 and its interacting partner SINAT2%3A stable elements in the carotenogenesis of Arabidopsis leaves%2E Plant Physiol 145%3A 1073%2D1085&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Welsch R, Maass D, Voegel T, Dellapenna D, Beyer P (2007) Transcription factor RAP2.2 and its interacting partner SINAT2: stable elements in the carotenogenesis of Arabidopsis leaves. Plant Physiol 145: 1073-1085
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Welsch&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Transcription factor RAP2&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Transcription factor RAP2&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Welsch&as_ylo=2007&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=White MD%2C Flashman E %282016%29 Catalytic strategies of the non%2Dheme iron dependent oxygenases and their roles in plant biology%2E Curr Opin Chem Biol 31%3A 126%2D135&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=White MD, Flashman E (2016) Catalytic strategies of the non-heme iron dependent oxygenases and their roles in plant biology. Curr Opin Chem Biol 31: 126-135
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=White&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Catalytic strategies of the non-heme iron dependent oxygenases and their roles in plant biology&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Catalytic strategies of the non-heme iron dependent oxygenases and their roles in plant biology&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=White&as_ylo=2016&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

White MD, Klecker M, Hopkinson RJ, Weits DA, Mueller C, Naumann C, O'Neill R, Wickens J, Yang J, Brooks-Bartlett JC, Garman EF,
Grossmann TN, Dissmeyer N, Flashman E (2017) Plant cysteine oxidases are dioxygenases that directly enable arginyl transferase-
catalysed arginylation of N-end rule targets. Nat Commun 8: 14690

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Xiao Q, Zhang F, Nacev BA, Liu JO, Pei D (2010) Protein N-terminal processing: substrate specificity of Escherichia coli and human
methionine aminopeptidases. Biochemistry 49: 5588-5599

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Xie LJ, Chen QF, Chen MX, Yu LJ, Huang L, Chen L, Wang FZ, Xia FN, Zhu TR, Wu JX; et al. (2015a) Unsaturation of very-long-chain
ceramides protects plant from hypoxia-induced damages by modulating ethylene signaling in Arabidopsis. PLoS Genet 11: e1005143
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Xie LJ, Yu LJ, Chen QF, Wang FZ Huang L, Xia FN, Zhu TR, Wu JX, Yin J, Liao B, et al. (2015b) Arabidopsis acyl-CoA-binding protein
ACBP3 participates in plant response to hypoxia by modulating very-long-chain fatty acid metabolism Plant J 81: 53-67

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Xu K, Xu X, Fukao T, Canlas P, Maghirang-Rodriguez R, Heuer S, Ismail AM, Bailey-Serres J, Ronald PC, Mackill DJ (2006) Sub1Ais an
ethylene-response-factor-like gene that confers submergence tolerance to rice. Nature 442: 705-708

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Yang Y, Ou B, Zhang J, Si W, Gu H, Qin G, Qu LJ (2014) The Arabidopsis Mediator subunit MED16 regulates iron homeostasis by
associating with EIN3/EIL1 through subunit MED25. Plant J 77: 838-851

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Yang S, Wang S, Liu X, Yu Y, Yue L, Wang X, Hao D (2009) Four divergent Arabidopsis ethylene-responsive element-binding factor
domains bind to a target DNA motif with a universal CG step core recognition and different flanking bases preference. FEBS J 276:
7177-7186

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Yao Y, He RJ, Xie QL, Zhao XH, Deng XM, He JB, Song L, He J, Marchant A Chen XY, Wu AM (2017) ETHYLENE RESPONSE FACTOR
74 (ERF74) plays an essential role in controlling a respiratory burst oxidase homolog D (RbohD)-dependent mechanismin response to
different stresses in Arabidopsis. New Phytol 213: 1667-1681

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Ye S, Wu X, Wei L, Tang D, Sun P, Bartlam M, Rao Z (2007) An insight into the mechanism of human cysteine dioxygenase. Key roles of
the thioether-bonded tyrosine-cysteine cofactor. J Biol Chem 282: 3391-3402

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Yuan LB, Dai YS, Xie LJ, Yu LJ, Zhou Y, Lai YX, Yang YC, Xu L, Chen QF, Xiao S (2017) Jasmonate regulates plant responses to
postsubmergence reoxygenation through transcriptional activation of antioxidant synthesis. Plant Physiol 173: 1864-1880
Pubmed: Author and Title
CrossRef: Author and Title
Google Scholar: Author Only Title Only Author and Title

Zarei A Korbes AP, Younessi P, Montiel G, Champion A Memelink J (2011) Two GCC boxes and AP2/ERF-domain transcription factor
ORA59 in jasmonate/ethylene-mediated activation of the PDF1.2 promoter in Arabidopsis. Plant Mol Biol 75: 321-331

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Zhao Y, Wei T, Yin KQ, Chen Z, Gu H, Qu LJ, Qin G (2012) Arabidopsis RAP2.2 plays an important role in plant resistance to Botrytis
cinerea and ethylene responses. New Phytol 195: 450-460

Pubmed: Author and Title

CrossRef: Author and Title

Google Scholar: Author Only Title Only Author and Title

Downloaded from on January 22, 2018 - Published by www.plantphysiol.org
Copyright © 2017 American Society of Plant Biologists. All rights reserved.


http://www.ncbi.nlm.nih.gov/pubmed?term=White MD%2C Klecker M%2C Hopkinson RJ%2C Weits DA%2C Mueller C%2C Naumann C%2C O%27Neill R%2C Wickens J%2C Yang J%2C Brooks%2DBartlett JC%2C Garman EF%2C Grossmann TN%2C Dissmeyer N%2C Flashman E %282017%29 Plant cysteine oxidases are dioxygenases that directly enable arginyl transferase%2Dcatalysed arginylation of N%2Dend rule targets%2E Nat Commun 8%3A 14690&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=White MD, Klecker M, Hopkinson RJ, Weits DA, Mueller C, Naumann C, O'Neill R, Wickens J, Yang J, Brooks-Bartlett JC, Garman EF, Grossmann TN, Dissmeyer N, Flashman E (2017) Plant cysteine oxidases are dioxygenases that directly enable arginyl transferase-catalysed arginylation of N-end rule targets. Nat Commun 8: 14690
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=White&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Plant cysteine oxidases are dioxygenases that directly enable arginyl transferase-catalysed arginylation of N-end rule targets.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Plant cysteine oxidases are dioxygenases that directly enable arginyl transferase-catalysed arginylation of N-end rule targets.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=White&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Xiao Q%2C Zhang F%2C Nacev BA%2C Liu JO%2C Pei D %282010%29 Protein N%2Dterminal processing%3A substrate specificity of Escherichia coli and human methionine aminopeptidases%2E Biochemistry 49%3A 5588%2D5599&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Xiao Q, Zhang F, Nacev BA, Liu JO, Pei D (2010) Protein N-terminal processing: substrate specificity of Escherichia coli and human methionine aminopeptidases. Biochemistry 49: 5588-5599
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Xiao&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Protein N-terminal processing: substrate specificity of Escherichia coli and human methionine aminopeptidases&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Protein N-terminal processing: substrate specificity of Escherichia coli and human methionine aminopeptidases&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Xiao&as_ylo=2010&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Xie LJ%2C Chen QF%2C Chen MX%2C Yu LJ%2C Huang L%2C Chen L%2C Wang FZ%2C Xia FN%2C Zhu TR%2C Wu JX%2C et al%2E %282015a%29 Unsaturation of very%2Dlong%2Dchain ceramides protects plant from hypoxia%2Dinduced damages by modulating ethylene signaling in Arabidopsis%2E PLoS Genet 11%3A e1005143&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Xie LJ, Chen QF, Chen MX, Yu LJ, Huang L, Chen L, Wang FZ, Xia FN, Zhu TR, Wu JX, et al. (2015a) Unsaturation of very-long-chain ceramides protects plant from hypoxia-induced damages by modulating ethylene signaling in Arabidopsis. PLoS Genet 11: e1005143
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Xie&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Unsaturation of very-long-chain ceramides protects plant from hypoxia-induced damages by modulating ethylene signaling in Arabidopsis.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Unsaturation of very-long-chain ceramides protects plant from hypoxia-induced damages by modulating ethylene signaling in Arabidopsis.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Xie&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Xie LJ%2C Yu LJ%2C Chen QF%2C Wang FZ%2C Huang L%2C Xia FN%2C Zhu TR%2C Wu JX%2C Yin J%2C Liao B%2C et al%2E %282015b%29 Arabidopsis acyl%2DCoA%2Dbinding protein ACBP3 participates in plant response to hypoxia by modulating very%2Dlong%2Dchain fatty acid metabolism%2E Plant J 81%3A 53%2D67&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Xie LJ, Yu LJ, Chen QF, Wang FZ, Huang L, Xia FN, Zhu TR, Wu JX, Yin J, Liao B, et al. (2015b) Arabidopsis acyl-CoA-binding protein ACBP3 participates in plant response to hypoxia by modulating very-long-chain fatty acid metabolism. Plant J 81: 53-67
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Xie&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis acyl-CoA-binding protein ACBP3 participates in plant response to hypoxia by modulating very-long-chain fatty acid metabolism&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis acyl-CoA-binding protein ACBP3 participates in plant response to hypoxia by modulating very-long-chain fatty acid metabolism&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Xie&as_ylo=2015&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Xu K%2C Xu X%2C Fukao T%2C Canlas P%2C Maghirang%2DRodriguez R%2C Heuer S%2C Ismail AM%2C Bailey%2DSerres J%2C Ronald PC%2C Mackill DJ %282006%29 Sub1A is an ethylene%2Dresponse%2Dfactor%2Dlike gene that confers submergence tolerance to rice%2E Nature 442%3A 705%2D708&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Xu K, Xu X, Fukao T, Canlas P, Maghirang-Rodriguez R, Heuer S, Ismail AM, Bailey-Serres J, Ronald PC, Mackill DJ (2006) Sub1A is an ethylene-response-factor-like gene that confers submergence tolerance to rice. Nature 442: 705-708
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Xu&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Sub1A is an ethylene-response-factor-like gene that confers submergence tolerance to rice&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Sub1A is an ethylene-response-factor-like gene that confers submergence tolerance to rice&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Xu&as_ylo=2006&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Yang Y%2C Ou B%2C Zhang J%2C Si W%2C Gu H%2C Qin G%2C Qu LJ %282014%29 The Arabidopsis Mediator subunit MED16 regulates iron homeostasis by associating with EIN3%2FEIL1 through subunit MED25%2E Plant J 77%3A 838%2D851&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Yang Y, Ou B, Zhang J, Si W, Gu H, Qin G, Qu LJ (2014) The Arabidopsis Mediator subunit MED16 regulates iron homeostasis by associating with EIN3/EIL1 through subunit MED25. Plant J 77: 838-851
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Yang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=The Arabidopsis Mediator subunit MED16 regulates iron homeostasis by associating with EIN3/EIL1 through subunit MED25&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=The Arabidopsis Mediator subunit MED16 regulates iron homeostasis by associating with EIN3/EIL1 through subunit MED25&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Yang&as_ylo=2014&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Yang S%2C Wang S%2C Liu X%2C Yu Y%2C Yue L%2C Wang X%2C Hao D %282009%29 Four divergent Arabidopsis ethylene%2Dresponsive element%2Dbinding factor domains bind to a target DNA motif with a universal CG step core recognition and different flanking bases preference%2E FEBS J 276%3A 7177�??7186&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Yang S, Wang S, Liu X, Yu Y, Yue L, Wang X, Hao D (2009) Four divergent Arabidopsis ethylene-responsive element-binding factor domains bind to a target DNA motif with a universal CG step core recognition and different flanking bases preference. FEBS J 276: 7177?7186
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Yang&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Four divergent Arabidopsis ethylene-responsive element-binding factor domains bind to a target DNA motif with a universal CG step core recognition and different flanking bases preference.&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Four divergent Arabidopsis ethylene-responsive element-binding factor domains bind to a target DNA motif with a universal CG step core recognition and different flanking bases preference.&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Yang&as_ylo=2009&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Yao Y%2C He RJ%2C Xie QL%2C Zhao XH%2C Deng XM%2C He JB%2C Song L%2C He J%2C Marchant A%2C Chen XY%2C Wu AM %282017%29 ETHYLENE RESPONSE FACTOR 74 %28ERF74%29 plays an essential role in controlling a respiratory burst oxidase homolog D %28RbohD%29%2Ddependent mechanism in response to different stresses in Arabidopsis%2E New Phytol 213%3A 1667%2D1681&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Yao Y, He RJ, Xie QL, Zhao XH, Deng XM, He JB, Song L, He J, Marchant A, Chen XY, Wu AM (2017) ETHYLENE RESPONSE FACTOR 74 (ERF74) plays an essential role in controlling a respiratory burst oxidase homolog D (RbohD)-dependent mechanism in response to different stresses in Arabidopsis. New Phytol 213: 1667-1681
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Yao&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=ETHYLENE RESPONSE FACTOR 74 (ERF74) plays an essential role in controlling a respiratory burst oxidase homolog D (RbohD)-dependent mechanism in response to different stresses in Arabidopsis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=ETHYLENE RESPONSE FACTOR 74 (ERF74) plays an essential role in controlling a respiratory burst oxidase homolog D (RbohD)-dependent mechanism in response to different stresses in Arabidopsis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Yao&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Ye S%2C Wu X%2C Wei L%2C Tang D%2C Sun P%2C Bartlam M%2C Rao Z %282007%29 An insight into the mechanism of human cysteine dioxygenase%2E Key roles of the thioether%2Dbonded tyrosine%2Dcysteine cofactor%2E J Biol Chem 282%3A 3391%2D3402&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Ye S, Wu X, Wei L, Tang D, Sun P, Bartlam M, Rao Z (2007) An insight into the mechanism of human cysteine dioxygenase. Key roles of the thioether-bonded tyrosine-cysteine cofactor. J Biol Chem 282: 3391-3402
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Ye&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=An insight into the mechanism of human cysteine dioxygenase&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=An insight into the mechanism of human cysteine dioxygenase&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Ye&as_ylo=2007&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Yuan LB%2C Dai YS%2C Xie LJ%2C Yu LJ%2C Zhou Y%2C Lai YX%2C Yang YC%2C Xu L%2C Chen QF%2C Xiao S %282017%29 Jasmonate regulates plant responses to postsubmergence reoxygenation through transcriptional activation of antioxidant synthesis%2E Plant Physiol 173%3A 1864%2D1880&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Yuan LB, Dai YS, Xie LJ, Yu LJ, Zhou Y, Lai YX, Yang YC, Xu L, Chen QF, Xiao S (2017) Jasmonate regulates plant responses to postsubmergence reoxygenation through transcriptional activation of antioxidant synthesis. Plant Physiol 173: 1864-1880
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Yuan&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Jasmonate regulates plant responses to postsubmergence reoxygenation through transcriptional activation of antioxidant synthesis&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Jasmonate regulates plant responses to postsubmergence reoxygenation through transcriptional activation of antioxidant synthesis&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Yuan&as_ylo=2017&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Zarei A%2C K�rbes AP%2C Younessi P%2C Montiel G%2C Champion A%2C Memelink J %282011%29 Two GCC boxes and AP2%2FERF%2Ddomain transcription factor ORA59 in jasmonate%2Fethylene%2Dmediated activation of the PDF1%2E2 promoter in Arabidopsis%2E Plant Mol Biol 75%3A 321%2D331&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Zarei A, K�rbes AP, Younessi P, Montiel G, Champion A, Memelink J (2011) Two GCC boxes and AP2/ERF-domain transcription factor ORA59 in jasmonate/ethylene-mediated activation of the PDF1.2 promoter in Arabidopsis. Plant Mol Biol 75: 321-331
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Zarei&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Two GCC boxes and AP2/ERF-domain transcription factor ORA59 in jasmonate/ethylene-mediated activation of the PDF1&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Two GCC boxes and AP2/ERF-domain transcription factor ORA59 in jasmonate/ethylene-mediated activation of the PDF1&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Zarei&as_ylo=2011&as_allsubj=all&hl=en&c2coff=1
http://www.ncbi.nlm.nih.gov/pubmed?term=Zhao Y%2C Wei T%2C Yin KQ%2C Chen Z%2C Gu H%2C Qu LJ%2C Qin G %282012%29 Arabidopsis RAP2%2E2 plays an important role in plant resistance to Botrytis cinerea and ethylene responses%2E New Phytol 195%3A 450%2D460&dopt=abstract
http://search.crossref.org/?page=1&rows=2&q=Zhao Y, Wei T, Yin KQ, Chen Z, Gu H, Qu LJ, Qin G (2012) Arabidopsis RAP2.2 plays an important role in plant resistance to Botrytis cinerea and ethylene responses. New Phytol 195: 450-460
http://scholar.google.com/scholar?as_q=&num=10&as_occt=any&as_sauthors=Zhao&hl=en&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis RAP2&num=10&btnG=Search+Scholar&as_epq=&as_oq=&as_eq=&as_occt=any&as_publication=&as_yhi=&as_allsubj=all&hl=en&lr=&c2coff=1
http://scholar.google.com/scholar?as_q=Arabidopsis RAP2&num=10&btnG=Search+Scholar&as_occt=any&as_sauthors=Zhao&as_ylo=2012&as_allsubj=all&hl=en&c2coff=1
http://www.plantphysiol.org

	Parsed Citations
	Article File
	Advances Box
	Outstanding Questions Box
	Box 1
	Figure 1
	Figure 2
	Parsed Citations

